
SEQUENCE LISTING 



<120> Polypeptides and Nucleic Acids Encoding Same 

<130> 21402-225 

<140> 10/029,020 
<141> 2001-12-19 

<150> 60/256,704 
<151> 2000-12-19 

<150> 60/311,590 
<151> 2001-08-10 

<150> 60/257,314 
<151> 2000-12-20 

<150> 60/311,613 
<151> 2001-08-10' 

<150> 60/315,617 
<151> 2001-08-29 

<150> 60/307,506 
<151> 2001-07-24 

<150> 60/322,358 
<151> 2001-09-14 

<150> 60/294,075 
<151> 2001-05-29 

<150> 60/288,153 
<151> 2001-05-02 

<160> 190 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 3137 
<212> DNA 

<213> Homo sapiens 
<400> 1 

agcgcctgcg ggagcggccg 
cggggcccgc attgagcatg 
ccctgggcac acgcgggcgg 
atgagtgctc agagggcaca 
agtcctacaa atgcctctgc 
ttgacgagtg tgagaatgac 
cggggaacta caggtgtacc 
gcctggatgt ggacgagtgt 
ccatgggcag ctacgagtgt 



gtcggtcggg tccccgcgcc 
ggcgcggcgg ccgtgcgctg 
ctggccgggg gcagcgggct 
gatgactgcc acatcgatgc 
aagccaggct acaaggggga 
tactacaatg ggggctgtgt 
tgctttgatg gcttcatgct 
caggacaata atggtggctg 
cagtgccaca gtggcttcct 



ccgcacgccc gcacgcccag 60 
gcacttgtgc gtgctgctgg 120 
cccagggtca gtcgacgtgg 180 
catctgtcag aacacgccca 240 
aggcaagcag tgtgaagaca 300 
ccacgagtgc atcaacatcc 360 
ggcacacgat ggacacaact 420 
ccagcagatc tgcgtcaatg 480 
ccttagtgac aaccagcata 540 



1 



cctgcatcca ccgctccaat gagggtatga 
acatctgccg ggagacgccc aaaggtgggg 
ttgcccaaaa ccagaaggac tgcacactaa 
acagctgtga ggacacagac acaggcccca 
actcagacgg tcgcacgtgc atcgagacgt 
catgcaagga cacagccact ggcgtgcgat 
cggacgggaa gacatgcaaa gacatcaacg 
acttctgccg caacaccgtg ggcagcttcg 
tcaccgacga gcgcacctgc caggacatcg 
acatctgcat caactccccg ggcagcttcc 
acgggacaac ccactgcgga gatgtggacg 
agggctgcgt caacaccaag ggcagctacg 
actggaacgg gaaggattgc gtggagacag 
cccgggccca gctgtcctgc agcaaggcag 
cggctcacac actcttcgtg ccacaagact 
ttccagggcc gcagggcaag gcgctgcaga 
ccagctgctc agatgccccc accaccccca 
atgccaagtg ccacctccgg ccccacagcc 
cgctgctgga ccactgccat gtgactttcg 
ggcgccgtgg ccgcaagtcc ccatccaagg 
tcgagacaaa gatggaagag gcctcaggta 
cagaacagag cctgcaggcc gccatcaaga 
tctatgtcca ggtctcaggc actgagtacg 
aggggcaggg ggcatgtggc gcaggccagg 
ggcctggcac ccacttcggt ggtgagctcg 
accaggacat ggaaggccag ctcagttgca 
tgcctggtgc ccgcaacgtg tcggaatgtg 
ccgatggctt caagccctgc caggcctgcc 
gcaccggctg cttcccctgt ggagggggtt 
tccaggactg cgaggctaaa gtgcactgct 
accgctgcat ccgctgcccc gtcggcacct 
tcacctgtcc gggcaacacc agcacagact 
aaagtcagca ctgcggcggc gagcttggtg 
accctggcga ctacccagcc aacgctgaat 
gcaggatcct catcgtggtc cctgagatct 
ttctggtcat gaggaagagt gcctctccca 
cctacgagag gcccatcgcc ttcacctccc 
ccaatgaagg caacagcggc aaaggcttcc 
tccactgtct tcacggccca ctgtgcacgg 
agtcgcacgt ccccgccctc agggagctgc 
cgaacactgt caggggccag agccagacag 
gacagcggtt agtggcctct gcaggcttca 
ggctaaatag ggggttctta gtgaaacccc 
aggttcaaag gcacaga 



actgcatgaa caaagaccat ggctgtgccc 600 
tggcctgcga ctgcaggccc ggctttgacc 660 
cctgtaatta tggaaacgga ggctgccagc 720 
cgtgtggttg ccaccagaag tacgccctcc 780 
gcgcagtcaa taacggaggc tgcgaccgga 840 
gcagctgccc cgttggattc acactgcagc 900 
agtgcctggt caacaacgga ggctgcgacc 960 
agtgcggctg ccggaagggc tacaagctgc 1020 
acgagtgctc cttcgagcgg acctgtgacc 1080 
agtgcctgtg tcaccgcggc tacatcctct 1140 
agtgcagcat gagcaacggg agctgtgacc 1200 
agtgcgtctg tcccccgggg aggcggctcc 1260 
gcaagtgtct ttctcgcgcc aagacctccc 1320 
gcggtgtgga gagctgcttc ctttcctgcc 1380 
cggaaaatag ctacgtcctg agctgcggag 1440 
aacgcaacgg caccagctct ggcctcgggc 1500 
tcaaacagaa ggcccgcttc aagatccgag 1560 
aggcacgagc aaaggagacc gccaggcagc 1620 
tgaccctcaa gtgtgactcc tccaagaaga 1680 
aggtgtccca catcacagca gagtttgaga 1740 
catgcgaagc ggactgcttg cggaagcgag 1800 
ccctgcgcaa gtccatcggc cggcagcagt 1860 
aggtagccca gaggccagcc aaggcgctgg 192 0 
tgctacagga cagcaaatgc gttgcctgtg 1980 
gccagtgtgt gtcatgtatg ccaggaacat 2040 
caccgtgccc cagcagcgac gggcttggtc 2100 
gaggccagtg ttctccaggc ttcttctcgg 2160 
ccgtgggcac gtaccagcct gagcccgggc 2220 
tgctcaccaa acacgaaggc accacctcct 2280 
cccccggcca ccactacaac accaccaccc 2340 
accagcccga gtttggccag aaccactgca 2400 
tcgatggctc caccaacgtc acacactgca 2460 
actacaccgg ctacatcgag tcccccaact 252 0 
gcgtctggca catcgcgcct cccccaaagc 2580 
tcctgcccat cgaggatgag tgcggcgatg 2640 
cgtccatcac cacctatgag acctgccaga 2700 
gctcccgcaa gctctggatc cagttcaaat 2760 
aagtgcccta tgtcacctac gatggtaaga 2820 
ctcaggcggg gccctggaga cacagagatg 2880 
gacctggcag gtacagacct ggaagcagaa 2940 
gctgagggtg gtaccgggtg gtacaggcaa 3000 
gctgaggtgc tgcccaagca gggttttgag 3060 
gaggaggaca atacaggtgc agggagcccc 3120 

3137 



<210> 2 
<211> 965 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gly Ala Ala Ala Val Arg Trp 
1 5 

Gly Thr Arg Gly Arg Leu Ala Gly 
20 



His Leu Cys Val Leu Leu Ala Leu 
10 ' 15 

Gly Ser Gly Leu Pro Gly Ser Val 
25 30 
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Asp Val Asp Glu Cys Ser Glu Gly Thr Asp Asp Cys His He Asp Ala 
35 40 45 

He Cys Gin Asn Thr Pro Lys Ser Tyr Lys Cys Leu Cys Lys Pro Gly 
50 55 60 

Tyr Lys Gly Glu Gly Lys Gin Cys Glu Asp' He Asp Glu Cys Glu Asn 
65 70 75 80 

Asp Tyr Tyr Asn Gly Gly Cys Val His Glu Cys He Asn He Pro Gly 
85 90 95 

Asn Tyr Arg Cys Thr Cys Phe Asp Gly Phe Met Leu Ala His Asp Gly 
100 105 HO 

His Asn Cys Leu Asp Val Asp Glu Cys Gin Asp Asn Asn Gly Gly Cys 
115 120 125 

Gin Gin He Cys Val Asn Ala Met Gly Ser Tyr Glu Cys Gin Cys His 
130 135 140 

Ser Gly Phe Leu Leu Ser Asp Asn Gin His Thr Cys He His Arg Ser 
145 150 155 160 

Asn Glu Gly Met Asn Cys Met Asn Lys Asp His Gly Cys Ala His He 
165 170 175 

Cys Arg Glu Thr Pro Lys Gly Gly Val Ala Cys Asp Cys Arg Pro Gly 
180 185 190 

Phe Asp Leu Ala Gin Asn Gin Lys Asp Cys Thr Leu Thr Cys Asn Tyr 
195 200 205 

Gly Asn Gly Gly Cys Gin His Ser Cys Glu Asp Thr ^sp Thr Gly Pro 
210 215 220 

Thr Cys Gly Cys His Gin Lys Tyr Ala Leu His Ser Asp Gly Arg Thr 
225 ~ ' 230 235 240 

Cys He Glu Thr Cys Ala Val Asn Asn Gly Gly Cys Asp Arg Thr Cys 
245 250 255 

Lys Asp Thr Ala Thr Gly Val Arg Cys Ser Cys Pro Val Gly Phe Thr 
260 265 270 

Leu Gin Pro Asp Gly Lys Thr Cys Lys Asp He Asn Glu Cys Leu Val 
275 280 285 

Asn Asn Gly Gly Cys Asp His Phe Cys Arg Asn Thr Val Gly Ser Phe 
290 295 300 

Glu Cys Gly Cys Arg Lys Gly Tyr Lys Leu Leu Thr Asp Glu Arg Thr 
305 ' 310 315 320 

Cys Gin Asp He Asp Glu Cys Ser Phe Glu Arg Thr Cys Asp His He 
325 330 335 
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Cys He Asn Ser Pro Gly Ser Phe Gin Cys Leu Cys His Arg Gly Tyr 
340 345 350 

He Leu Tyr Gly Thr Thr His Cys Gly Asp Val Asp Glu Cys Ser Met 
355 360 365 

Ser Asn Gly Ser Cys Asp Gin Gly Cys Val Asn Thr Lys Gly Ser Tyr 
370 375 380 

Glu Cys Val Cys Pro Pro Gly Arg Arg Leu His Trp Asn Gly Lys Asp 
385 390 395 400 

Cys Val Glu Thr Gly Lys Cys Leu Ser Arg Ala Lys Thr Ser Pro Arg 
405 410 415 

Ala Gin Leu Ser Cys Ser Lys Aia Gly Gly Val Glu Ser Cys Phe Leu 
420 425 430 

Ser Cys Pro Ala His Thr Leu Phe Val Pro Gin Asp Ser Glu Asn Ser 
435 440 445 

Tyr Val Leu Ser Cys Gly Val Pro Gly Pro Gin Gly Lys Ala Leu Gin 
450 455 460 

Lys Arg Asn Gly Thr Ser Ser Gly Leu Gly Pro Ser Cys Ser Asp Ala 
465 470 475 480 

Pro Thr Thr Pro He Lys Gin Lys Ala Arg Phe Lys He Arg Asp Ala 
485 490 495 

Lys Cys His Leu Arg Pro His Ser Gin Ala Arg Ala Lys Glu Thr Ala 
500 505 510 

Arg Gin Pro Leu Leu Asp His Cys His Va] Thr Phe Val Thr Leu Lys 
515 520 525 

Cys Asp Ser Ser Lys Lys Arg Arg Arg Gly Arg Lys Ser Pro Ser Lys 
530 535 540 

Glu Val Ser His He Thr Ala Glu Phe Glu He Glu Thr Lys Met Glu 
545 550 555 560 

Glu Ala Ser Gly Thr Cys Glu Ala Asp Cys Leu Arg Lys Arg Ala Glu 
565 570 575 

Gin Ser Leu Gin Ala Ala He Lys Thr Leu Arg Lys Ser lie Gly Arg 
580 585 590 

Gin Gin Phe Tyr Val Gin Val Ser Gly Thr Glu Tyr Glu Val Ala Gin 
595 600 605 

Arg Pro Ala Lys Ala Leu Glu Gly Gin Gly Ala Cys Gly Ala Gly Gin 
610 615 620 

Val Leu Gin Asp Ser Lys Cys Val Ala Cys Gly Pro Gly Thr His Phe 
625 630 635 640 
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Gly Gly Glu Leu Gly Gin Cys Val Ser Cys Met Pro Gly Thr Tyr Gin 
645 650 655 

Asp Met Glu Gly Gin Leu Ser Cys Thr Pro Cys Pro Ser Ser Asp Gly 
660 665 670 

Leu Gly Leu Pro Gly Ala Arg Asn Val Ser Glu Cys Gly Gly Gin Cys 
675 680 685 

Ser Pro Gly Phe Phe Ser Ala Asp Gly Phe Lys Pro Cys Gin Ala Cys 
690 695 700 

Pro Val Gly Thr Tyr Gin Pro Glu Pro Gly Arg Thr Gly Cys Phe Pro 
705 * 710 715 720 

Cys Gly Gly Gly Leu Leu Thr Lys His Glu Gly Thr Thr Ser Phe Gin 
725 730 735 

Asp Cys Glu Ala Lys Val His Cys Ser Pro Gly His His Tyr Asn Thr 
740 745 750 

Thr Thr His Arg Cys He Arg Cys Pro Val Gly Thr Tyr Gin Pro Glu 
755 760 765 

Phe Gly Gin Asn His Cys He Thr Cys Pro Gly Asn Thr Ser Thr Asp 
770 775 780 

Phe Asp Gly Ser Thr Asn Val Thr His Cys Lys Ser Gin His Cys Gly 
785 790 795 800 

Gly Glu Leu Gly Asp Tyr Thr Gly Tyr He Glu Ser Pro Asn Tyr Pro 
805 810 815 

Gly Asp Tyr Pro Ala Asn Ala Glu Cys Val Trp His He Ala Pro Pro 
820 825 830 

Pro Lys Arg Arg He Leu He Val Val Pro Glu He Phe Leu Pro He 
835 840 845 

Glu Asp Glu Cys Gly Asp Val Leu Val Met Arg Lys Ser Ala Ser Pro 
850 855 860 

Thr Ser He Thr Thr Tyr Glu Thr Cys Gin Thr Tyr Glu Arg Pro He 
865 870 875 880 

Ala Phe Thr Ser Arg Ser Arg Lys Leu Trp He Gin Phe Lys Ser Asn 
885 890 895 

Glu Gly Asn Ser Gly Lys Gly Phe Gin Val Pro Tyr Val Thr Tyr Asp 
900 905 910 

Gly Lys He His Cys Leu His Gly Pro Leu Cys Thr Ala Gin Ala Gly 
915 920 925 

Pro Trp Arg His Arg Asp Glu Ser His Val Pro Ala Leu Arg Glu Leu 
930 935 940 



5 



Arg Pro Gly Arg Tyr Arg Pro Gly Ser Arg Thr Asn Thr Val Arg Gly 
945 950 955 960 

Gin Ser Gin Thr Gly 
965 



<210> 3 

<211> 874 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctcatgcggg atgcttccat atggtcttgt 
ctctctagac ccagaggacg aagctctaag 
tgtagtagat gctgtcagtg gcccacccac 
gggcctgagc gggaagaacg gtttccctgg 
ctcggcggca cgcaccaccc ccctggaggg 
ggtgtacgtg aacatcgggg gcgacttcga 
gcccggcgcc tacttcttct ccttcacgct 
taagctgatg aagaaccgcg acgaggtgca 
gcgccgcgag atgcagagcc agagcgtgat 
gctgctcagc cacgaccacg acggctacgg 
cttctccggc ttcctggtgt accccgacct 
ctcggagcta ctgtgagccc cgggccagag 
ccaggccggg cccgaggctc gaaagtcccg 
gactctgcca ataaagcgga aagcgggcac 
gaatctgcaa aatccatcaa ctgccggcgc 



ttcaggagct ttgccctgtt ctgttgaatg 60 
gaggtcacag atgaggaagg gttcactgag 120 
acctccaggc ctaccaggac gagggcgggc 180 
cgacggatcc tctgctatgc gctcggcctt 240 
cacgtcggag atggcggtga ccttcgacaa 300 
cgcggcggcc ggcgtgttcc gctgccgtct 360 
gggcaagctg ccgcgtaaga cgctgtcggt 420 
ggccatgatt tacgacgacg gcgcgtcgcg 480 
gctggccctg cggcgcggcg acgccgtctg 540 
cgcctacagc aaccacggca agtacatcac 600 
cgcccccgcc gccccgccgg gcctcggggc 660 
aagagcccgg gagggccagg ggcgtgcatg 720 
cgcgagcgcc acggcctccg ggcgcgcctg 780 
gcgcagcgcc cggcagccca ggactaagcc 840 
tgaa 874 



<210> 4 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Leu Pro Tyr Gly Leu Val Ser Gly Ala Leu Pro Cys Ser Val Glu 
15 10 15 

Cys Ser Leu Asp Pro Glu Asp Glu Ala Leu Arg Arg Ser Gin Met Arg 
20 25 30 

Lys Gly Ser Leu Ser Val Val Asp Ala Val Ser Gly Pro Pro Thr Pro 
35 40 45 

Pro Gly Leu Pro Gly Arg Gly Arg Ala Gly Leu Ser Gly Lys Asn Gly 
50 55 60 

Phe Pro Gly Asp Gly Ser Ser Ala Met Arg Ser Ala Phe Ser Ala Ala 
65 ~ 70 75 80 

Arg Thr Thr Pro Leu Glu Gly Thr Ser Glu Met Ala Val Thr Phe Asp 
85 90 95 

Lys Val Tyr Val Asn He Gly Gly Asp Phe Asp Ala Ala Ala Gly Val 
100 105 HO 
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Phe Arg Cys Arg Leu Pro Gly Ala Tyr Phe Phe Ser Phe Thr Leu Gly 
115 120 125 



Lys Leu Pro Arg Lys Thr Leu Ser 
130 135 

Glu Val Gin Ala Met lie Tyr Asp 
145 150 

Met Gin Ser Gin Ser Val Met Leu 
165 

Trp Leu Leu Ser His Asp His Asp 
180 

Gly Lys Tyr lie Thr Phe Ser Gly 
195 200 

Pro Ala Ala Pro Pro Gly Leu Gly 
210 215 



Val Lys Leu Met Lys Asn Arg Asp 
140 

Asp Gly Ala Ser Arg Arg Arg Glu 
155 160 

Ala Leu Arg Arg Gly Asp Ala Val 
170 175 

Gly Tyr Gly Ala Tyr Ser Asn His 
185 190 

Phe Leu Val Tyr Pro Asp Leu Ala 
205 

Ala Ser Glu Leu Leu 
220 



<210> 5 

<211> 1277 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gaattcggca cgaggcgccc ggcccctggc 
ccgggaaaag cagccggagc ccccgccgcc 
cccggcaccc gcagcctgca gcctgcagcc 
gctcagaccg aacccgactc gaccgccgcc 
tgggcctgct gggcccagcg gcctgctggg 
ctgagctgcg ctcggccttc tcggcggcac 
tggcggtgac cttcgacaag gtgtacgtga 
gccagtttcg ctgccgcgtg cccggcgcct 
cgcacaagag cctgtcggtg atgctggtgc 
tcgacgagca gcggcggcca ggcgcgcggc 
tcgactacgg cgacacagtg tggctgcggc 
cgcccggcgc caccttcagc ggctacctag 
gcggcgactt cgacgcggcg gccggcgtgt 
tctccttcac gctgggcaag ctgccgcgta 
gcgacgaggt gcaggccatg atttacgacg 
gccagagcgt gatgctggcc ctgcggcgcg 
acgacggcta cggcgcctac agcaaccacg 
tgtaccccga cctcgccccc gccgccccgc 
ccccgggcca gagaagagcc cgggagggcc 
ctcgaaagtc ccgcgcgagc gccacggcct 
ggaaagcggg cacgcgcagc gcccggcagc 
caactgccgg cgctgaa 



cccagcaccc tgtccgctgc cgcctcagag 60 
cctgccgcag cgcgggcggt cagcgcgcag 120 
cgcagcccgc agcccggagc cagatcgcgg 180 
cccagccagg cgccatgctg ccgcttctgc 240 
ccctgggccc gacccccggc ccgggatcct 300 
gcaccacccc cctggagggc acgtcggaga 3 60 
acatcggggg cgacttcgat gtggccaccg 42 U 
acttcttctc cttcacggct ggcaaggccc 480 
gaaaccgcga cgaggtgcag gcgctggcct 540 
gcgcagccag ccagagcgcc atgctgcagc 600 
tgcatggcgc cccgcagtac gcgctaggcg 6 60 
tctacgccga cgccgagttc gtcaacattg 720 
tccgctgccg tctgcccggc gcctacttct 780 
agacgctgtc ggttaagctg atgaagaacc 840 
acggcgcgtc gcggcgccgc gagatgcaga 900 
gcgacgccgt ctggctgctc agccacgacc 960 
gcaagtacat caccttctcc ggcttcctgg 1020 
cgggcctcgg ggcctcggag ctactgtgag 1080 
aggggcgtgc atgccaggcc gggcccgagg 1140 
ccgggcgcgc ctggactctg ccaataaagc 1200 
ccaggactaa gccgaatctg caaaatccat 1260 

1277 



<210> 6 

<211> 284 

<212> PRT 

<213> Homo sapiens 



7 



<400> 6 

Met Leu Pro Leu Leu Leu Gly Leu Leu Gly Pro Ala Ala Cys Trp Ala 
15 10 15 

Leu Gly Pro Thr Pro Gly Pro Gly Ser Ser Glu Leu Arg Ser Ala Phe 
20 25 30 

Ser Ala Ala Arg Thr Thr Pro Leu Glu Gly Thr Ser Glu Met Ala Val 
35 40 45 

Thr Phe Asp Lys Val Tyr Val Asn lie Gly Gly Asp Phe Asp Val Ala 
50 55 60 

Thr Gly Gin Phe Arg Cys Arg Val Pro Gly Ala Tyr Phe Phe Ser Phe 
65 70 75 80 

Thr Ala Gly Lys Ala Pro His Lys Ser Leu Ser Val Met Leu Val Arg 
85 90 95 

Asn Arg Asp Glu Val Gin Ala Leu Ala Phe Asp Glu Gin Arg Arg Pro 
100 105 110 

Gly Ala Arg Arg Ala Ala Ser Gin Ser Ala Met Leu Gin Leu Asp Tyr 
115 120 125 

Gly Asp Thr Val Trp Leu Arg Leu His Gly Ala Pro Gin Tyr Ala Leu 
130 135 140 

Gly Ala Pro Gly Ala Thr Phe Ser Gly Tyr Leu Val Tyr Ala Asp Ala 
145 150 155 160 

Glu Phe Val Asn lie Gly Gly Asp Phe Asp Ala Ala Ala Gly Val Phe 
165 170 175 

Arg Cys Arg Leu Pro Gly Ala Tyr Phe Phe Ser Phe Thr Leu Gly Lys 
180 185 190 

Leu Pro Arg Lys Thr Leu Ser Val Lys Leu Met Lys Asn Arg Asp Glu 
195 200 205 

Val Gin Ala Met lie Tyr Asp Asp Gly Ala Ser Arg Arg Arg Glu Met 
210 215 220 

Gin Ser Gin Ser Val Met Leu Ala Leu Arg Arg Gly Asp Ala Val Trp 
225 230 235 240 

Leu Leu Ser His Asp His Asp Gly Tyr Gly Ala Tyr Ser Asn His Gly 
245 250 255 

Lys Tyr lie Thr Phe Ser Gly Phe Leu Val Tyr Pro Asp Leu Ala Pro 
260 265 270 

Ala Ala Pro Pro Gly Leu Gly Ala Ser Glu Leu Leu 
275 280 
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<210> 7 

<211> 1322 

<212> DNA 

<213> Homo sapiens 



<400> 7 

gaattcggca 

ccgggaaaag 

cccggcaccc 

gctcagaccg 

tgggcctgct 

ctgagctgcg 

tggcggtgac 

gccagtttcg 

cgcacaagag 

tcgacgagca 

tcgactacgg 

cgcccggcgc 

cgcggcacca 

cggcggccga 

gcaagctgcc 

ccatgattta 

tggccctgcg 

cctacagcaa 

cccccgccgc 

gagcccggga 

cgagcgccac 

gcagcgcccg 

aa 



cgaggcgccc 
cagccggagc 
gcagcctgca 
aacccgactc 
gggcccagcg 
ctcggccttc 
cttcgacaag 
ctgccgcgtg 
cctgtcggtg 
gcggcggcca 
cgacacagtg 
caccttcagc 
accactcgcc 
cgtgttccgc 
gcgtaagacg 
cgacgacggc 
gcgcggcgac 
ccacggcaag 
cccgccgggc 
gggccagggg 
ggcctccggg 
gcagcccagg 



ggcccctggc 
ccccgccgcc 
gcctgcagcc 
gaccgccgcc 
gcctgctggg 
tcggcggcac 
gtgtacgtga 
cccggcgcct 
atgctggtgc 
ggcgcgcggc 
tggctgcggc 
ggctacctag 
ttcgacaccg 
tgccgtctgc 
ctgtcggtta 
gcgtcgcggc 
gccgtctggc 
tacatcacct 
ctcggggcct 
cgtgcatgcc 
cgcgcctgga 
actaagccga 



cccagcaccc 
cctgccgcag 
cgcagcccgc 
cccagccagg 
ccctgggccc 
gcaccacccc 
acatcggggg 
acttcttctc 
gaaaccgcga 
gcgcagccag 
tgcatggcgc 
tctacgccga 
agttcgtcaa 
ccggcgccta 
agctgatgaa 
gccgcgagat 
tgctcagcca 
tctccggctt 
cggagctact 
aggccgggcc 
ctctgccaat 
atctgcaaaa 



tgtccgctgc 
cgcgggcggt 
agcccggagc 
cgccatgctg 
gacccccggc 
cctggagggc 
cgacttcgat 
cttcacggct 
cgaggtgcag 
ccagagcgcc 
cccgcactac 
cgccgacgct 
cattggcggc 
cttcttctcc 
gaaccgcgac 
gcagagccag 
cgaccacgac 
cctggtgtac 
gtgagccccg 
cgaggctcga 
aaagcggaaa 
tccatcaact 



cgcctcagag 
cagcgcgcag 
cagatcgcgg 
ccgcttctgc 
ccgggatcct 
acgtcggaga 
gtggccaccg 
ggcaaggccc 
gcgctggcct 
atgctgcagc 
gcgctaggcg 
ggccccgggc 
gacttcgacg 
ttcacgctgg 
gaggtgcagg 
agcgtgatgc 
ggctacggcg 
cccgacctcg 
ggccagagaa 
aagtcccgcg 
gcgggcacgc 
gccggcgctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1322 



<210> 8 
<211> 299 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Leu Pro Leu Leu Leu Gly Leu Leu Gly Pro Ala Ala Cys Trp Ala 
15 10 15 

Leu Gly Pro Thr Pro Gly Pro Gly Ser Ser Glu Leu Arg Ser Ala Phe 
20 25 30 

Ser Ala Ala Arg Thr Thr Pro Leu Glu Gly Thr Ser Glu Met Ala Val 
35 40 45 

Thr Phe Asp Lys Val Tyr Val Asn lie Gly Gly Asp Phe Asp Val Ala 
50 55 60 

Thr Gly Gin Phe Arg Cys Arg Val Pro Gly Ala Tyr Phe Phe Ser Phe 
65 70 75 80 

Thr Ala Gly Lys Ala Pro His Lys Ser Leu Ser Val Met Leu Val Arg 
85 90 95 

Asn Arg Asp Glu Val Gin Ala Leu Ala Phe Asp Glu Gin Arg Arg Pro 
100 105 110 
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Gly Ala Arg Arg Ala Ala Ser Gin Ser Ala Met Leu Gin Leu Asp Tyr 
115 120 125 



Gly Asp Thr Val Trp Leu Arg Leu His Gly Ala Pro His Tyr Ala Leu 
130 135 140 

Gly Ala Pro Gly Ala Thr Phe Ser Gly Tyr Leu Val Tyr Ala Asp Ala 
145 150 155 160 

Asp Ala Gly Pro Gly Pro Arg His Gin Pro Leu Ala Phe Asp Thr Glu 
165 170 175 

Phe Val Asn lie Gly Gly Asp Phe Asp Ala Ala Ala Asp Val Phe Arg 
180 185 190 

Cys Arg Leu Pro Gly Ala Tyr Phe Phe Ser Phe Thr Leu Gly Lys Leu 
195 200 205 

Pro Arg Lys Thr Leu Ser Val Lys Leu Met Lys Asn Arg Asp Glu Val 
210 215 220 

Gin Ala Met lie Tyr Asp Asp Gly Ala Ser Arg Arg Arg Glu Met Gin 
225 230 235 240 

Ser Gin Ser Val Met Leu Ala Leu Arg Arg Gly Asp Ala Val Trp Leu 
245 250 255 

Leu Ser His Asp His Asp Gly Tyr Gly Ala Tyr Ser Asn His Gly Lys 
260 265 270 

Tyr lie Thr Phe Ser Gly Phe Leu Val Tyr Pro Asp Leu Ala Pro Ala 
275 280 285 

Ala Pro Pro Gly Leu Gly Ala Ser Glu Leu Leu 
290 295 



<210> 9 

<211> 409 

<212> DNA 

<213> Homo sapiens 

<400> 9 

attatgctgc cgcttctgct gggcctgctg 
acccccggcc cgggatcctc tgagctgcgc 
ctggagggca cgtcggagat ggcggtgacc 
gacttcgatg tggccaccgg ccagtttcgc 
ctggccctgc ggcgcggcga cgccgtctgg 
gcctacagca accacggcaa gtacatcacc 
gcccccgccg ccccgccggg cctcggggcc 



ggcccagcgg cctgctgggc cctgggcccg 60 
tcggccttct cggcggcacg caccaccccc 120 
ttcgacaagg tgtacgtgaa catcgggggc 180 
tgccgcgaga tgcagagcca gagcgtgatg 240 
ctgctcagcc acgaccacga cggctacggc 300 
ttctccggct tcctggtgta ccccgacctc 360 
tcggagctac tgtgagccc 409 



<210> 10 

<211> 133 

<212> PRT 

<213> Homo sapiens 
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<400> 10 

Met Leu Pro Leu Leu Leu Gly Leu Leu Gly Pro Ala Ala Cys Trp Ala 
15 10 15 

Leu Gly Pro Thr Pro Gly Pro Gly Ser Ser Glu Leu Arg Ser Ala Phe 
20 25 30 

Ser Ala Ala Arg Thr Thr Pro Leu Glu Gly Thr Ser Glu Met Ala Val 
35 40 45 

Thr Phe Asp Lys Val Tyr Val Asn lie Gly Gly Asp Phe Asp Val Ala 
50 55 60 

Thr Gly Gin Phe Arg Cys Arg Glu Met Gin Ser Gin Ser Val Met Leu 
65 70 75 80 

Ala Leu Arg Arg Gly Asp Ala Val Trp Leu Leu Ser His Asp His Asp 
85 90 95 

Gly Tyr Gly Ala Tyr Ser Asn His Gly Lys Tyr lie Thr Phe Ser Gly 
100 105 110 

Phe Leu Val Tyr Pro Asp Leu Ala Pro Ala Ala Pro Pro Gly Leu Gly 
115 120 125 

Ala Ser Glu Leu Leu 
130 



<210> 11 

<211> 3073 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gggtaccgag ctcgaattcc ggctcggcct cgggcgcggc cgagcgccgc gcgagcagga 60 
gcggcggcgg cggcggcggc ggcgggagga ggcagcgccg gcccaagatg gcggacctgg 12 0 
aggcggtgct ggccgacgtg agctacctga tggccatgga gaagagcaag gccacgccgg 180 
ccgcgcgcgc cagcaagaag atactgctgc ccgagcccag catccgcagt gtcatgcaga 240 
agtacctgga ggaccggggc gaggtgacct ttgagaagat cttttcccag aagctggggt 300 
acctgctctt ccgagacttc tgcctgaacc acctggagga ggccaggccc ttggtggaat 360 
tctatgagga gatcaagaag tacgagaagc tggagacgga ggaggagcgt gtggcccgca 420 
gccgggagat cttcgactca tacatcatga aggagctgct ggcctgctcg catcccttct 480 
cgaagagtgc cactgagcat gtccaaggcc acctggggaa gaagcaggtg cctccggatc 540 
tcttccagcc atacatcgaa gagatttgtc aaaacctccg aggggacgtg ttccagaaat 600 
tcattgagag cgataagttc acacggtttt gccagtggaa gaatgtggag ctcaacatcc 660 
acctgaccat gaatgacttc agcgtgcatc gcatcattgg gcgcgggggc tttggcgagg 720 
tctatgggtg ccggaagcgt gacacaggca agatgtacgc catgaagtgc ctggacaaaa 780 
agcgcatcaa gatgaagcag ggggagaccc tggccctgaa cgagcgcatc atgctctcgc 840 
tcgtcagcac tggggactgc ccattcattg tctgcatgtc atacgcgttc cacacgccag 900 
acaagctcag cttcatcctg gacctcatga acggtgggga cctgcactac cacctctccc 960 
agcacggggt cttctcagag gctgacatgc gcttctatgc ggccgagatc atcctgggcc 1020 
tggagcacat gcacaaccgc ttcgtggtct accgggacct gaagccagcc aacatccttc 1080 
tggacgagca tggccacgtg cggatctcgg acctgggcct ggcctgtgac ttctccaaga 1140 
agaagcccca tgccagcgtg ggcacccacg ggtacatggc tccggaggtc ctgcagaagg 12 00 
gcgtggccta cgacagcagt gccgactggt tctctctggg gtgcatgctc ttcaagttgc 12 60 
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tgcgggggca cagccccttc cggcagcaca agaccaaaga caagcatgag atcgaccgca 1320 
tgacgctgac gatggccgtg gagctgcccg actccttctc ccctgaacta cactccctgc 1380 
tggaggggtt gctgcagagg gatgtcaacc ggagattggg ctgcctgggc cgaggggctc 1440 
aggaggtgaa agagagcccc tttttccgct ccctggactg gcagatggtc ttcttgcaga 1500 
ggtaccctcc cccgctgatc cccccacgag gggaggtgaa cgcggccgac gccttcgaca 1560 
ttggctcctt cgatgaggag gacacaaaag gaatcaagca ggaggtggca gagactgtct 1620 
tcgacaccat caacgctgag acagaccggc tggaggctcg caagaaagcc aagaacaagc 1680 
agctgggcca tgaggaagac tacgccctgg gcaaggactg catcatgcat ggctacatgt 1740 
ccaagatggg caaccccttt ctgacccagt ggcagcggcg gtacttctac ctgttcccca 1800 
accgcctcga gtggcggggc gagggcgagg ccccgcagag cctgctgacc atggaggaga 1860 
tccagtcggt ggaggagacg cagatcaagg agcgcaagtg cctgctcctc aagatccgcg 1920 
gtgggaaaca gttcattttg cagtgcgata gcgaccctga gctggtgcag tggaagaagg 1980 
agctgcgcga cgcctaccgc gaggcccagc agctggtgca gcgggtgccc aagatgaaga 2 040 
acaagccgcg ctcgcccgtg gtggagctga gcaaggtgcc gctggtccag cgcggcagtg 2100 
ccaacggcct ctgacccgcc cacccgcctt ttataaacct ctaatttatt ttgtcgaatt 2160 
tttattattt gttttcccgc caagcgaaaa ggttttattt tgtaattatt gtgatttccc 2220 
gtggccccag cctggcccag ctcccccggg aggccccgct tgcctcggct cctgctgcac 2280 
caacccagcc gctgcccggc gccctctgtc ctgacttcag gggctgcccg ctcccagtgt 2340 
cttcctgtgg gggaagagca cagccctccc gccccttccc cgagggatga tgccacacca 2400 
agctgtgcca ccctgggctc tgtgggctgc acttgtgcca tgggactgtg ggtggcccat 2460 
cccccctcac caggggcagg cacagcacag ggatccgact tgaattttcc cactgcaccc 2520 
cctcctgctg cagaggggca ggccctgcac tgtcctgctc cacagtgttg gcgagaggag 2 580 
gggcccgttg tctccctggc cctcaaggct cccacagtga ctcgggctcc tgtgccctta 2 640 
ttcaggaaaa gcctctgtgt cactggctgc ctccactccc acttccctga cactgcgggg 2700 
cttggctgag agagtggcat tggcagcagg tgctgctacc ctccctgctg tcccctcttg 2760 
ccccaacccc cagcacccgg gctcagggac cacagcaagg cacctgcagg ttgggccata 2 820 
ctggcctcgc ctggcctgag gtctcgctga tgctgggctg ggtgcgaccc catctgccca 2 880 
ggacggggcc ggccaggtgg gcgggcagca cagcaaggag gctggctggg gcctatcagt 2 940 
gtgcccccca tcctggccca tcagtgtacc cccgcccaga ctggccagcc ccacagccca 3 000 
cgtcctgtca gtgccgccgc ctcgcccacc gcatgccccc tgtgccagtg ctctgcctgt 3 060 
gtgtgtgcac tct 3 073 



<210> 12 

<211> 668 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys lie 
20 25 30 

Leu Leu Pro Glu Pro Ser lie Arg Ser Val Met Gin Lys Tyr Leu Glu 
35 40 45 

Asp Arg Gly Glu Val Thr Phe Glu Lys lie Phe Ser Gin Lys Leu Gly 
50 " 55 60 

Tyr Leu Leu Phe Arg Asp Phe Cys Leu Asn His Leu Glu Glu Ala Arg 
65 70 75 80 

Pro Leu Val Glu Phe Tyr Glu Glu lie Lys Lys Tyr Glu Lys Leu Glu 
85 90 95 
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Thr Glu Glu Glu Arg Val Ala Arg Ser Arg Glu He Phe Asp Ser Tyr 
100 105 HO 

He Met Lys Glu Leu Leu Ala Cys Ser His Pro Phe Ser Lys Ser Ala 
115 120 125 

Thr Glu His Val Gin Gly His Leu Gly Lys Lys Gin Val Pro Pro Asp 
130 135 140 

Leu Phe Gin Pro Tyr He Glu Glu He Cys Gin Asn Leu Arg Gly Asp 
145 150 155 160 

Val Phe Gin Lys Phe He Glu Ser Asp Lys Phe Thr Arg Phe Cys Gin 
165 170 175 

Trp Lys Asn Val Glu Leu Asn He His Leu Thr Met Asn Asp Phe Ser 
180 185 190 

Val His Arg He He Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 

Arg Lys Arg Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg He Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 230 235 240 

He Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe He Val Cys 
245 250 255 

Met Ser Tyr Ala Phe His Thr Pro Asp Lys Leu Ser Phe He Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Leu His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Ala Asp Met Arg Phe Tyr Ala Ala Glu lie He Leu Gly 
290 295 300 

Leu Glu His Met His Asn Arg Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn He Leu Leu Asp Glu His Gly His Val Arg He Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Val Ala Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 

Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 390 395 400 
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Glu lie Asp Arg Met Thr Leu Thr Met Ala Val Glu Leu Pro Asp Ser 
405 410 415 



Phe Ser Pro Glu Leu His Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Asn Arg Arg Leu Gly Cys Leu Gly Arg Gly Ala Gin Glu Val Lys 
435 440 445 

Glu Ser Pro Phe Phe Arg Ser Leu Asp Trp Gin Met Val Phe Leu Gin 
450 455 460 

Arg Tyr Pro Pro Pro Leu He Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 

Asp Ala Phe Asp He Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly He 
485 490 495 

Lys Gin Glu Val Ala Glu Thr Val Phe Asp Thr He Asn Ala Glu Thr 
500 505 510 

Asp Arg Leu Glu Ala Arg Lys Lys Ala Lys Asn Lys Gin Leu Gly His 
515 520 525 

Glu Glu Asp Tyr Ala Leu Gly Lys Asp Cys He Met His Gly Tyr Met 
530 535 540 

Ser Lys Met Gly Asn Pro Phe Leu Thr Gin Trp Gin Arg Arg Tyr Phe 
545 550 555 560 

Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Gly Glu Gly Glu Ala Pro 
565 570 575 

Gin Ser Leu Leu Thr Met Glu Glu He Gin Ser Val Glu Glu Thr Gin 
580 585 590 

He Lys Glu Arg Lys Cys Leu Leu Leu Lys He Arg Gly Gly Lys Gin 
595 600 605 

Phe He Leu Gin Cys Asp Ser Asp Pro Glu Leu Val Gin Trp Lys Lys 
610 615 620 

Glu Leu Arg Asp Ala Tyr Arg Glu Ala Gin Gin Leu Val Gin Arg Val 
625 630 635 640 

Pro Lys Met Lys Asn Lys Pro Arg Ser Pro Val Val Glu Leu Ser Lys 
645 650 655 

Val Pro Leu Val Gin Arg Gly Ser Ala Asn Gly Leu 
660 665 



<210> 13 

<211> 8354 

<212> DNA 

<213> Homo sapiens 
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<400> 13 

gtttgtggat gtggaggagc gcgggccgga 
ccgctcgctg acccggcgcc gcgacgccga 
cgaggagggc aaagccccgc agaaatcgta 
ccaggacgcc cgcctagcct atggcagccg 
ggaattctgc cgcacaggtg ccaacttcac 
gccccctcac gggaccctgt accggacaga 
gggggctggc tctgatgccg acatggaggc 
gcgtctgtgg ggccggagca cacggtcagg 
ttccaatctc acactcaccg acaccgagca 
cctgcagaac cacgcgcggc tccggacgcc 
caaccagcac cacgcggcct ccattaactc 
caaccccagc ccggccccca cggaccactc 
ccaggagcct gcccacgccc aggagaactg 
caggaaccta ggcaagcagc cattcctagg 
cattctcggc gcctcccgcc atgatggggc 
tggaggcacc tccccgctct tctgcaccac 
agtgtactct cctccgcccc gacccctgcc 
cctcaagaag ccctccaagt actgtaactg 
ctcagccact ctggtcatcc tgctggcata 
ctggcacctg cagccgatgg aggggcagat 
ttggcctgtg ccaaccgacg tctccctata 
tgacaggaaa ggcaaaggaa ccacagaagg 
tttcatagat tctggagaaa ttgatgtggg 
cactttctgg agatctcaag tgttcataga 
tctgggaaag gcagccctgg ttggcattta 
acagtttgac tttgtggagc tgctggatgg 
cctagagggg accccgcgcc agtctcgggg 
cttcatccag tatttggatt caggaatctg 
gtcagaagtg gtttcctttc tcaccactgc 
ctgctatggc aatggtgact gcatctctgg 
ccccgactgt ggcagagcct cctgccccgt 
aggcagatgc ttgtgccaca gtggctggaa 
gtgtatcgat gtggcctgca gcaaccatgg 
ccctggctac aagggcgaga gctgtgagga 
ccggggtgtc tgcgtgagag gcgaatgcca 
cgagaccccc agggccacat gcttagacca 
caccgggctt tgcagctgtg acccaagctg 
tgctgccgac tgtggtggcc atggcgtgtg 
ctggatgggg gcagcctgcg accagcgggc 
ctgccgcgac ggcaagtgcg agtgcagccc 
tcactatctg gatagggtag ttaaagaggg 
atgtacctta gacctgaatg gttggcactg 
ctgtgacact tccatggaga ctgcctgcgg 
ggtggactgc atggaccctg actgctgcct 
ccttggctcc cctaaccctc tggacatcat 
gaacctacac tccttctatg accgcatcaa 
aatccccggg gagaacccct ttgatggagg 
gacatcagat ggaacccccc tggttggtgt 
tggatataca atcagcaggc aagatggcag 
catcatcctg cggttcgagc gggcaccttt 
atgggatcgc ttctttgtca tggaaaccat 
cagctgtgac ctgagcaatt ttgcccgccc 
gtccttcgcc agctcctgtg cagagaaagg 
ggaggaaatc tctatctctg gctgcaagat 
tggctacaaa tctgtcctga ggatcagcct 
gaaggtgcac ctcatggtag cggtggaggg 



ggccatggac gtgaaggaga ggaagcctta 60 
gcgccgctac accagctcgt ccgcggacag 120 
cagctccagc gagaccctga aggcctacga 180 
cgtcaaggac attgtgccgc aggaggccga 240 
cctgcgggag ctggggctgg aagaagtaac 300 
cattggcctg ccccaatgcg gctactccat 360 
tgacacggtg ctgtcccctg agcaccccgt 420 
gcgcagctcc tgcctgtcca gccgggccaa 480 
tgaaaacact gagactgatc atccgggcgg 540 
gccgccgccg ctctcgcacg cccacacccc 600 
cctgaaccgg ggcaacttca cgccgaggag 660 
gctctccgga gagccccctg ccggcggcgc 720 
gctgctcaac agcaacatcc ccctggagac 780 
gacattgcag gacaacctca ttgagatgga 840 
ttacagtgac gggcacttcc tcttcaagcc 900 
atcaccaggg tacccactga cgtccagcac 960 
ccgcagcacc ttcgcccggc cggcctttaa 1020 
gaagtgcgca gccctgagcg ccatcgtcat 1080 
ctttgtggcc atgcacctgt ttggcctaaa 1140 
gtatgagatc acggaggaca cagccagcag 1200 
cccctcaggg ggcactggct tagagacccc 1260 
aaagcccagt agtttctttc cagaggacag 1320 
aaggcgagcc tcccagaaga ttcctcctgg 1380 
ccatcctgtg catctgaaat tcaatgtgtc 1440 
tggcagaaaa ggcctccctc cttcacatac 1500 
caggaggctc ctaacccagg aggcgcggag 1560 
aactgtgccc ccctccagcc atgagacagg 1620 
gcacttggct ttttacaatg acggaaagga 1680 
cattgagtcg gtggataact gccccagcaa 1740 
gacctgccac tgcttcctgg gtttcctggg 1800 
gctctgtagc ggaaatggcc aatacatgaa 1860 
aggcgctgag tgcgatgtgc ccaccaacca 1920 
cacctgcatc acgggcacct gcatctgcaa 1980 
agtggactgc atggacccca catgttcagg 2040 
ttgctttgtg ggatggggag gcaccaactg 2100 
gtgttcaggc cacggaacct tcctcccgga 2160 
gactggacac gactgttcta tcgagatctg 2220 
cgtagggggc acctgccgct gcgaggatgg 2280 
ctgccacccg cgctgtgccg agcatgggac 2340 
tggctggaat ggcgaacact gcaccatcgc 2400 
ttgccctggg ttgtgcaatg gcaacggcag 2460 
cgtctgccag ctgggctgga gaggagctgg 2520 
tgacagcaaa gacaatgatg gagatggcct 2580 
ccagcccctg tgccatatca acccgctgtg 2640 
ccaggagaca caggtccctg tgtcacagca 2700 
gttcctcgtg ggcagggaca gcacgcacat 2760 
gcatgcttgt gttattcgtg gccaagtgat 2820 
gaacatcagt tttgtcaata accctctctt 2880 
ctttgacttg gtgacaaatg gcggcatctc 2940 
catcacacag gagcacaccc tgtggctgcc 3000 
catcatgaga catgaggaga atgagattcc 3060 
caacccagtc gtctctccat ccccactgac 3120 
ccccattgtg ccggaaattc aggctttgca 3180 
gaggctgagc tacctgagca gccggacccc 3240 
cacccacccg accatcccct tcaacctcat 3300 
ccgcctcttc aggaagtggt tcgctgcagc 3360 
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cccagacctg tcctattatt tcatttggga caagacagac gtctacaacc agaaggtgtt 3420 
tgggctttca gaagcctttg tttccgtggg ttatgaatat gaatcctgcc cagatctaat 3480 
cctgtgggaa aaaagaacaa cagtgctgca gggctatgaa attgacgcgt ccaagcttgg 3540 
aggatggagc ctagacaaac atcatgccct caacattcaa agtggtatcc tgcacaaagg 3600 
gaatggggag aaccagtttg tgtctcagca gcctcctgtc attgggagca tcatgggcaa 3660 
tgggcgccgg agaagcatct cctgccccag ctgcaacggc cttgctgacg gcaacaagct 3720 
cctggcccca gtggccctca cctgtggctc tgacgggagc ctctatgtgg gtgatttcaa 3780 
ctacattaga aggatcttcc cctctggaaa tgtcaccaac atcctagagc tgaggaataa 3840 
agatttcaga catagtcaca gtccagcaca caaatactac ctggccacag accccatgag 3900 
tggggccgtc ttcctttctg acagcaacag ccggcgggtc tttaaaatca agtccactgt 3960 
ggtggtgaag gaccttgtca agaactctga ggtggttgcg gggacaggtg accagtgcct 4020 
cccctttgat gacactcgct gcggggatgg tgggaaggcc acagaagcca cactcaccaa 4080 
tcccaggggt attacagtgg acaagtttgg gctgatctac ttcgtggatg gcaccatgat 4140 
cagacgcatc gatcagaatg ggatcatctc caccctgctc ggctctaatg atctcacatc 42 00 
agcccggcca ctcagctgtg attctgtcat ggatatttcc caggtaagac tggagtggcc 42 60 
cacagactta gccatcaacc caatggacaa ctcactttat gtcctcgaca acaatgtggt 4320 
cctgcaaatc tctgaaaacc accaggtgcg cattgtcgcc gggaggccca tgcactgcca 43 80 
ggtccctggc attgaccact tcctgctaag caaggtggcc atccacgcaa ccctggagtc 4440 
agccaccgct ttggctgttt cacacaatgg ggtcctgtat attgctgaga ctgatgagaa 4500 
aaagatcaac cgcatcaggc aggtcaccac tagtggagag atctcactcg ttgctggggc 4560 
ccccagtggc tgtgactgta aaaatgatgc caactgtgat tgtttttctg gagacgatgg 4620 
ttatgccaag gatgcaaagt taaatacccc atcttccttg gctgtgtgtg ctgatgggga 4680 
gctctacgtg gccgaccttg ggaacatccg aattcggttt atccggaaga acaagccttt 4740 
cctcaacacc cagaacatgt atgagctgtc ttcaccaatt gaccaggagc tctatctgtt 4800 
tgataccacc ggcaagcacc tgtacaccca aagcctgccc acaggagact acctgtacaa 4860 
cttcacctac actggggacg gcgacatcac actcatcaca gacaacaatg gcaacatggt 4920 
aaatgtccgc cgagactcta ctgggatgcc cctctggctg gtggtcccag atggccaggt 4980 
gtactgggtg accatgggca ccaacagtgc actcaagagt gtgaccacac aaggacacga 5040 
gttggccatg atgacatacc atggcaattc cggccttctg gcaaccaaaa gcaatgaaaa 5100 
cggatggaca acattttatg agtacgacag ctttggccgc ctgacaaatg tgaccttccc 5160 
tactggccag gtgagcagtt tccgaagtga tacagacagt tcagtgcatg tccaggtaga 5220 
gacctccagc aaggatgatg tcaccataac caccaacctg tctgcctcag gcgccttcta 52 80 
cacactgctg caagaccaag tccggaacag ctactacatc ggggccgatg gctccttgcg 5340 
gctgctgctg gccaacggca tggaggtggc gctgcagact gagccccact tgctggctgg 5400 
caccgtcaac cccaccgtgg gcaagaggaa tgtcacgctg ccratcgaca acggcctcaa 5460 
cctggtggag tggcgccagc gcaaagagca ggctcggggc caggtcactg tctttgggcg 5520 
ccggctgcgg gtgcacaacc gaaatctcct atctctggac tttgatcgcg taacacgcac 5580 
agagaagatc tatgatgacc accgcaagtt cacccttcgg attctgtacg accaggcggg 5640 
gcggcccagc ctctggtcac ccagcagcag gctgaatggt gtcaacgtga catactcccc 5700 
tgggggttac attgctggca tccagagggg catcatgtct gaaagaatgg aatacgacca 5760 
ggcgggccgc atcacatcca ggatcttcgc tgatgggaag acatggagct acacatactt 5820 
agagaagtcc atggtgctgc tactacacag ccagaggcag tatatctttg agttcgacaa 5880 
gaatgaccgc ctctcttctg tgacgatgcc caacgtggcg cggcagacac tagagaccat 5940 
ccgctcagtg ggctactaca gaaacatcta tcagccccct gagggcaatg cctcagtcat 6000 
acaggacttc actgaggatg ggcacctcct tcacaccttc tacctgggca ctggccgcag 6060 
ggtgatatac aagtatggca aactgtcaaa gctggcagag acgctctatg acaccaccaa 6120 
ggtcagtttc acctatgacg agacggcagg catgctgaag accatcaacc tacagaatga 6180 
gggcttcacc tgcaccatcc gctaccgtca gattgggccc ctgattgacc gacagatctt 6240 
ccgcttcact gaggaaggca tggtcaacgc ccgttttgac tacaactatg acaacagctt 63 00 
ccgggtgacc agcatgcagg ctgtgatcaa cgagacccca ctgcccattg atctctatcg 63 60 
ctatgatgat gtgtcaggca agacagagca gtttgggaag tttggtgtca tttactatga 6420 
cattaaccag atcatcacca cagctgtcat gacccacacc aagcattttg atgcatatgg 6480 
caggatgaag gaagtgcagt atgagatctt ccgctcgctc atgtactgga tgaccgtcca 6540 
gtatgataac atggggcgag tagtgaagaa ggagctgaag gtaggaccct acgccaatac 6600 
cactcgctac tcctatgagt atgatgctga cggccagctg cagacagtct ccatcaatga 6660 
caagccactc tggcgctaca gctacgacct caatgggaac ctgcacttac tgagccctgg 6720 
gaacagtgca cggctcacac cactacggta tgacatccgc gaccgcatca ctcggctggg 67 80 



16 



tgacgtgcaa tacaagatgg atgaggatgg cttcctgagg cagcggggcg gtgatatctt 6840 

tgagtacaac tcagctggcc tgctcatcaa ggcctacaac cgggctggca gctggagtgt 6900 

caggtaccgc tacgatggcc tggggcggcg cgtgtccagc aagagcagcc acagccacca 6960 

cctgcagttc ttctatgcag acctgaccaa ccccaccaag gtcacccacc tgtacaacca 7020 

ctccagctct gagatcacct ccctctacta cgacttgcaa ggacacctct ttgccatgga 7 080 

gctgagcagt ggtgatgagt tttacatagc ttgtgacaac atcgggaccc ctcttgctgt 7140 

ctttagtgga acaggtttga tgatcaagca aatcctgtac acagcctatg gggagatcta 7200 

catggatacc aaccccaact ttcagatcat cataggctac catggtggcc tctatgatcc 7260 

actcaccaag cttgtccaca tgggccggcg agattatgat gtgctggccg gacgctggac 7320 

tagcccagac cacgagctgt ggaagcacct tagtagcagc aacgtcatgc cttttaatct 7380 

ctatatgttc aaaaacaaca accccatcag caactcccag gacatcaagt gcttcatgac 7440 

agatgttaac agctggctgc tcacctttgg attccagcta cacaacgtga tccctggtta 7500 

tcccaaacca gacatggatg ccatggaacc ctcctacgag ctcatccaca cacagatgaa 7560 

aacgcaggag tgggacaaca gcaagtctat cctcggggta cagtgtgaag tacagaagca 7 620 

gctcaaggcc tttgtcacct tagaacggtt tgaccagctc tatggctcca caatcaccag 7 680 

ctgccagcag gctccaaaga ccaagaagtt tgcatccagc ggctcagtct ttggcaaggg 7740 

ggtcaagttt gccttgaagg atggccgagt gaccacagac atcatcagtg tggccaatga 7800 

ggatgggcga agggttgctg ccatcttgaa ccatgcccac tacctagaga acctgcactt 7860 

caccattgat ggggtggata cccattactt tgtgaaacca ggaccttcag aaggtgacct 7920 

ggccatcctg ggcctcagtg gggggcggcg aaccctggag aatggggtca acgtcactgt 7980 

gtcccagatc aacacagtac ttaatggcag gactagacgc tacacagaca tccagctcca 8040 

gtacggggca ctgtgcttga acacacgcta cgggacaacg ttggatgagg agaaggcacg 8100 

ggtcctggag ctggcccggc agagagccgt gcgccaagcg tgggcccgcg agcagcagag 8160 

actgcgggaa ggggaggaag gcctgcgggc ctggacagag ggggagaagc agcaggtgct 8220 

gagcacaggg cgggtgcaag gctacgacgg ctttttcgtg atctctgtcg agcagtaccc 8280 

agaactgtca gacagcgcca acaacatcca cttcatgaga cagagcgaga tgggccggag 8340 

gtgacagaga ggac 8354 



<210> 14 
<211> 2769 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Asp Val Lys Glu Arg Lys Pro Tyr Arg Ser Leu Thr Arg Arg Arg 
15 10 15 

Asp Ala Glu Arg Arg Tyr Thr Ser Ser Ser Ala Asp Ser Glu Glu Gly 
20 25 30 

Lys Ala Pro Gin Lys Ser Tyr Ser Ser Ser Glu Thr Leu Lys Ala Tyr 
35 40 45 

Asp Gin Asp Ala Arg Leu Ala Tyr Gly Ser Arg Val Lys Asp lie Val 
50 55 60 

Pro Gin Glu Ala Glu Glu Phe Cys Arg Thr Gly Ala Asn Phe Thr Leu 
65 70 75 80 

Arg Glu Leu Gly Leu Glu Glu Val Thr Pro Pro His Gly Thr Leu Tyr 
85 90 95 

Arg Thr Asp lie Gly Leu Pro Gin Cys Gly Tyr Ser Met Gly Ala Gly 
100 105 110 

Ser Asp Ala Asp Met Glu Ala Asp Thr Val Leu Ser Pro Glu His Pro 
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115 120 125 

Val Arg Leu Trp Gly Arg Ser Thr Arg Ser Gly Arg Ser Ser Cys Leu 
130 135 140 

Ser Ser Arg Ala Asn Ser Asn Leu Thr Leu Thr Asp Thr Glu His Glu 
145 150 155 160 

Asn Thr Glu Thr Asp His Pro Gly Gly Leu Gin Asn His Ala Arg Leu 
165 170 175 

Arg Thr Pro Pro Pro Pro Leu Ser His Ala His Thr Pro Asn Gin His 
180 185 190 

His Ala Ala Ser He Asn Ser Leu Asn Arg Gly Asn Phe Thr Pro Arg 
195 200 205 

Ser Asn Pro Ser Pro Ala Pro Thr Asp His Ser Leu Ser Gly Glu Pro 
210 215 220 

Pro Ala Gly Gly Ala Gin Glu Pro Ala His Ala Gin Glu Asn Trp Leu 
225 230 235 240 

Leu Asn Ser Asn He Pro Leu Glu Thr Arg Asn Leu Gly Lys Gin Pro 
245 250 255 

Phe Leu Gly Thr Leu Gin Asp Asn Leu He Glu Met Asp He Leu Gly 
260 265 270 

Ala Ser Arg His Asp Gly Ala Tyr Ser Asp Gly His Phe Leu Phe Lys 
275 280 285 

Pro Gly Gly Thr Ser Pro Leu Phe Cys Thr Thr Ser Pro Gly Tyr Pro 
290 295 300 

Leu Thr Ser Ser Thr Val Tyr Ser Pro Pro Pro Arg Pro Leu Pro Arg 
305 310 315 320 

Ser Thr Phe Ala Arg Pro Ala Phe Asn Leu Lys Lys Pro Ser Lys Tyr 
325 330 335 

Cys Asn Trp Lys Cys Ala Ala Leu Ser Ala He Val He Ser Ala Thr 
340 345 350 

Leu Val He Leu Leu Ala Tyr Phe Val Ala Met His Leu Phe Gly Leu 
355 360 365 

Asn Trp His Leu Gin Pro Met Glu Gly Gin Met Tyr Glu He Thr Glu 
370 375 380 

Asp Thr Ala Ser Ser Trp Pro Val Pro Thr Asp Val Ser Leu Tyr Pro 
385 390 395 400 

Ser Gly Gly Thr Gly Leu Glu Thr Pro Asp Arg Lys Gly Lys Gly Thr 
405 410 415 

Thr Glu Gly Lys Pro Ser Ser Phe Phe Pro Glu Asp Ser Phe He Asp 
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420 425 430 

Ser Gly Glu He Asp Val Gly Arg Arg Ala Ser Gin Lys He Pro Pro 
435 440 445 

Gly Thr Phe Trp Arg Ser Gin Val Phe He Asp His Pro Val His Leu 
450 455 460 

Lys Phe Asn Val Ser Leu Gly Lys Ala Ala Leu Val Gly He Tyr Gly 
465 470 475 480 

Arg Lys Gly Leu Pro Pro Ser His Thr Gin Phe Asp Phe Val Glu Leu 
485 490 495 

Leu Asp Gly Arg Arg Leu Leu Thr Gin Glu Ala Arg Ser Leu Glu Gly 
500 505 510 

Thr Pro Arg Gin Ser Arg Gly Thr Val Pro Pro Ser Ser His Glu Thr 
515 520 525 

Gly Phe He Gin Tyr Leu Asp Ser Gly He Trp His Leu Ala Phe Tyr 
530 535 540 

Asn Asp Gly Lys Glu Ser Glu Val Val Ser Phe Leu Thr Thr Ala He 
545 " 550 555 560 

Glu Ser Val Asp Asn Cys Pro Ser Asn Cys Tyr Gly Asn Gly Asp Cys 
565 570 575 

He Ser Gly Thr Cys His Cys Phe Leu Gly Phe Leu Gly Pro Asp Cys 
580 585 590 

Gly Arg Ala Ser Cys Pro Val Leu Cys Ser Gly Asn Gly Gin Tyr Met 
595 600 605 

Lys Gly Arg Cys Leu Cys His Ser Gly Trp Lys Gly Ala Glu Cys Asp 
610 615 620 

Val Pro Thr Asn Gin Cys He Asp Val Ala Cys Ser Asn His Gly Thr 
625 630 635 640 

Cys He Thr Gly Thr Cys He Cys Asn Pro Gly Tyr Lys Gly Glu Ser 
645 650 655 

Cys Glu Glu Val Asp Cys Met Asp Pro Thr Cys Ser Gly Arg Gly Val 
660 665 670 

Cys Val Arg Gly Glu Cys His Cys Phe Val Gly Trp Gly Gly Thr Asn 
675 680 685 

Cys Glu Thr Pro Arg Ala Thr Cys Leu Asp Gin Cys Ser Gly His Gly 
690 695 700 

Thr Phe Leu Pro Asp Thr Gly Leu Cys Ser Cys Asp Pro Ser Trp Thr 
705 710 715 720 

Gly His Asp Cys Ser He Glu He Cys Ala Ala Asp Cys Gly Gly His 
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725 730 735 

Gly Val Cys Val Gly Gly Thr Cys Arg Cys Glu Asp Gly Trp Met Gly 
740 745 750 

Ala Ala Cys Asp Gin Arg Ala Cys His Pro Arg Cys Ala Glu His Gly 
755 760 765 

Thr Cys Arg Asp Gly Lys Cys Glu Cys Ser Pro Gly Trp Asn Gly Glu 
770 775 780 

His Cys Thr He Ala His Tyr Leu Asp Arg Val Val Lys Glu Gly Cys 
785 790 795 800 

Pro Gly Leu Cys Asn Gly Asn Gly Arg Cys Thr Leu Asp Leu Asn Gly 
805 810 815 

Trp His Cys Val Cys Gin Leu Gly Trp Arg Gly Ala Gly Cys Asp Thr 
820 825 830 

Ser Met Glu Thr Ala Cys Gly Asp Ser Lys Asp Asn Asp Gly Asp Gly 
835 840 845 

Leu Val Asp Cys Met Asp Pro Asp Cys Cys Leu Gin Pro Leu Cys His 
850 855 860 

He Asn Pro Leu Cys Leu Gly Ser Pro Asn Pro Leu Asp He He Gin 
865 870 875 880 

Glu Thr Gin Val Pro Val Ser Gin Gin Asn Leu His Ser Phe Tyr Asp 
885 890 895 

Arg He Lys Phe Leu Val Gly Arg Asp Ser Thr His He He Pro Gly 
900 905 910 

Glu Asn Pro Phe Asp Gly Gly His Ala Cys Val He Arg Gly Gin Val 
915 920 925 

Met Thr Ser Asp Gly Thr Pro Leu Val Gly Val Asn He Ser Phe Val 
930 935 940 

Asn Asn Pro Leu Phe Gly Tyr Thr He Ser Arg Gin Asp Gly Ser Phe 
945 950 955 960 

Asp Leu Val Thr Asn Gly Gly He Ser He He Leu Arg Phe Glu Arg 
965 970 975 

Ala Pro Phe He Thr Gin Glu His Thr Leu Trp Leu Pro Trp Asp Arg 
980 985 990 

Phe Phe Val Met Glu Thr He He Met Arg His Glu Glu Asn Glu He 
995 1000 1005 

Pro Ser Cys Asp Leu Ser Asn Phe Ala Arg Pro Asn Pro Val Val Ser 
1010 1015 1020 

Pro Ser Pro Leu Thr Ser Phe Ala Ser Ser Cys Ala Glu Lys Gly Pro 
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1025 



1030 



1035 



1040 



lie Val Pro Glu lie Gin Ala Leu Gin Glu Glu lie Ser lie Ser Gly 
1045 1050 1055 

Cys Lys Met Arg Leu Ser Tyr Leu Ser Ser Arg Thr Pro Gly Tyr Lys 
1060 1065 1070 

Ser Val Leu Arg lie Ser Leu Thr His Pro Thr He Pro Phe Asn Leu 
1075 1080 1085 

Met Lys Val His Leu Met Val Ala Val Glu Gly Arg Leu Phe Arg Lys 
1090 1095 1100 

Trp Phe Ala Ala Ala Pro Asp Leu Ser Tyr Tyr Phe He Trp Asp Lys 
1105 1110 1115 1120 

Thr Asp Val Tyr Asn Gin Lys Val Phe Gly Leu Ser Glu Ala Phe Val 
1125 1130 1135 

Ser Val Gly Tyr Glu Tyr Glu Ser Cys Pro Asp Leu He Leu Trp Glu 
1140 1145 ' 1150 

Lys Arg Thr Thr Val Leu Gin Gly Tyr Glu He Asp Ala Ser Lys Leu 
1155 1160 1165 

Gly Gly Trp Ser Leu Asp Lys His His Ala Leu Asn He Gin Ser Gly 
1170 1175 1180 

He Leu His Lys Gly Asn Gly Glu Asn Gin Phe Val Ser Gin Gin Pro 
1185 1190 1195 1200 

Pro Val He Gly Ser He Met Gly Asn Gly Arg Arg Arg Ser He Ser 
1205 1210 1215 

Cys Pro Ser Cys Asn Gly Leu Ala Asp Gly Asn Lys Leu Leu Ala Pro 
1220 1225 1230 

Val Ala Leu Thr Cys Gly Ser Asp Gly Ser Leu Tyr Val Gly Asp Phe 
1235 1240 1245 

Asn Tyr He Arg Arg He Phe Pro Ser Gly Asn Val Thr Asn lie Leu 
1250 1255 1260 

Glu Leu Arg Asn Lys Asp Phe Arg His Ser His Ser Pro Ala His Lys 
1265 1270 1275 1280 

Tyr Tyr Leu Ala Thr Asp Pro Met Ser Gly Ala Val Phe Leu Ser Asp 
1285 1290 1295 

Ser Asn Ser Arg Arg Val Phe Lys He Lys Ser Thr Val Val Val Lys 
1300 1305 1310 

Asp Leu Val Lys Asn Ser Glu Val Val Ala Gly Thr Gly Asp Gin Cys 
1315 1320 1325 

Leu Pro Phe Asp Asp Thr Arg Cys Gly Asp Gly Gly Lys Ala Thr Glu 
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1330 1335 1340 

Ala Thr Leu Thr Asn Pro Arg Gly lie Thr Val Asp Lys Phe Gly Leu 
1345 1350 1355 1360 

lie Tyr Phe Val Asp Gly Thr Met lie Arg Arg lie Asp Gin Asn Gly 
1365 1370 1375 

lie lie Ser Thr Leu Leu Gly Ser Asn Asp Leu Thr Ser Ala Arg Pro 
1380 1385 1390 

Leu Ser Cys Asp Ser Val Met Asp lie Ser Gin Val Arg Leu Glu Trp 
1395 1400 1405 

Pro Thr Asp Leu Ala lie Asn Pro Met Asp Asn Ser Leu Tyr Val Leu 
1410 1415 1420 

Asp Asn Asn Val Val Leu Gin He Ser Glu Asn His Gin Val Arg He 
1425 1430 1435 1440 

Val Ala Gly Arg Pro Met His Cys Gin Val Pro Gly He Asp His Phe 
1445 1450 1455 

Leu Leu Ser Lys Val Ala He His Ala Thr Leu Glu Ser Ala Thr Ala 
1460 1465 1470 

Leu Ala Val Ser His Asn Gly Val Leu Tyr He Ala Glu Thr Asp Glu 
1475 1480 1485 

Lys Lys He Asn Arg He Arg Gin Val Thr Thr Ser Gly Glu He Ser 
1490 1495 1500 

Leu Val Ala Gly Ala Pro Ser Gly Cys Asp Cys Lys Asn Asp Ala Asn 
1505 1510 1515 1520 

Cys Asp Cys Phe Ser Gly Asp Asp Gly Tyr Ala Lys Asp Ala Lys Leu 
1525 1530 1535 

Asn Thr Pro Ser Ser Leu Ala Val Cys Ala Asp Gly Glu Leu Tyr Val 
1540 1545 1550 

Ala Asp Leu Gly Asn He Arg He Arg Phe He Arg Lys Asn Lys Pro 
1555 1560 1565 

Phe Leu Asn Thr Gin Asn Met Tyr Glu Leu Ser Ser Pro He Asp Gin 
1570 1575 1580 

Glu Leu Tyr Leu Phe Asp Thr Thr Gly Lys His Leu Tyr Thr Gin Ser 
1585 1590 1595 1600 

Leu Pro Thr Gly Asp Tyr Leu Tyr Asn Phe Thr Tyr Thr Gly Asp Gly 
1605 1610 1615 

Asp lie Thr Leu He Thr Asp Asn Asn Gly Asn Met Val Asn Val Arg 
1620 1625 1630 

Arg Asp Ser Thr Gly Met Pro Leu Trp Leu Val Val Pro Asp Gly Gin 
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1635 1640 1645 

Val Tyr Trp Val Thr Met Gly Thr Asn Ser Ala Leu Lys Ser Val Thr 
1650 1655 1660 

Thr Gin Gly His Glu Leu Ala Met Met Thr Tyr His Gly Asn Ser Gly 
1665 1670 1675 1680 

Leu Leu Ala Thr Lys Ser Asn Glu Asn Gly Trp Thr Thr Phe Tyr Glu 
1685 1690 1695 

Tyr Asp Ser Phe Gly Arg Leu Thr Asn Val Thr Phe Pro Thr Gly Gin 
1700 1705 1710 

Val Ser Ser Phe Arg Ser Asp Thr Asp Ser Ser Val His Val Gin Val 
1715 1720 1725 

Glu Thr Ser Ser Lys Asp Asp Val Thr He Thr Thr Asn Leu Ser Ala 
1730 1735 1740 

Ser Gly Ala Phe Tyr Thr Leu Leu Gin Asp Gin Val Arg Asn Ser Tyr 
1745 1750 1755 1760 

Tyr He Gly Ala Asp Gly Ser Leu Arg Leu Leu Leu Ala Asn Gly Met 
1765 1770 1775 

Glu Val Ala Leu Gin Thr Glu Pro His Leu Leu Ala Gly Thr Val Asn 
1780 1785 1790 

Pro Thr Val Gly Lys Arg Asn Val Thr Leu Pro He Asp Asn Gly Leu 
1795 1800 1805 

Asn Leu Val Glu Trp Arg Gin Arg Lys Glu Gin Ala Arg Gly Gin Val 
1810 1815 1820 

Thr Val Phe Gly Arg Arg Leu Arg Val His Asn Arg Asn Leu Leu Ser 
1825 1830 1835 1840 

Leu Asp Phe Asp Arg Val Thr Arg Thr Glu Lys He Tyr Asp Asp His 
1845 1850 1855 

Arg Lys Phe Thr Leu Arg lie Leu Tyr Asp Gin Ala Gly Arg Pro Ser 
1860 1865 1870 

Leu Trp Ser Pro Ser Ser Arg Leu Asn Gly Val Asn Val Thr Tyr Ser 
1875 1880 1885 

Pro Gly Gly Tyr He Ala Gly He Gin Arg Gly He Met Ser Glu Arg 
1890 1895 1900 

Met Glu Tyr Asp Gin Ala Gly Arg He Thr Ser Arg He Phe Ala Asp 
1905 1910 1915 1920 

Gly Lys Thr Trp Ser Tyr Thr Tyr Leu Glu Lys Ser Met Val Leu Leu 
1925 1930 1935 

Leu His Ser Gin Arg Gin Tyr He Phe Glu Phe Asp Lys Asn Asp Arg 
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1940 1945 1950 

Leu Ser Ser Val Thr Met Pro Asn Val Ala Arg Gin Thr Leu Glu Thr 
1955 I960 1965 

lie Arg Ser Val Gly Tyr Tyr Arg Asn lie Tyr Gin Pro Pro Glu Gly 
1970 1975 1980 

Asn Ala Ser Val lie Gin Asp Phe Thr Glu Asp Gly His Leu Leu His 
1985 1990 1995 2000 

Thr Phe Tyr Leu Gly Thr Gly Arg Arg Val lie Tyr Lys Tyr Gly Lys 
2005 2010 2015 

Leu Ser Lys Leu Ala Glu Thr Leu Tyr Asp Thr Thr Lys Val Ser Phe 
2020 2025 2030 

Thr Tyr Asp Glu Thr Ala Gly Met Leu Lys Thr He Asn Leu Gin Asn 
2035 2040 2045 

Glu Gly Phe Thr Cys Thr He Arg Tyr Arg Gin He Gly Pro Leu He 
2050 2055 2060 

Asp Arg Gin He Phe Arg Phe Thr Glu Glu Gly Met Val Asn Ala Arg 
2065 2070 2075 2080 

Phe Asp Tyr Asn Tyr Asp Asn Ser Phe Arg Val Thr Ser Met Gin Ala 
2085 2090 2095 

Val He Asn Glu Thr Pro Leu Pro He Asp Leu Tyr Arg Tyr Asp Asp 
2100 2105 2110 

Val Ser Gly Lys Thr Glu Gin Phe Gly Lys Phe Gly Val He Tyr Tyr 
2115 2120 2125 

Asp He Asn Gin He He Thr Thr Ala Val Met Thr His Thr Lys His 
2130 2135 2140 

Phe Asp Ala Tyr Gly Arg Met Lys Glu Val Gin Tyr Glu He Phe Arg 
2145 " 2150 2155 2160 

Ser Leu Met Tyr Trp Met Thr Val Gin Tyr Asp Asn Met Gly Arg Val 
2165 2170 2175 

Val Lys Lys Glu Leu Lys Val Gly Pro Tyr Ala Asn Thr Thr Arg Tyr 
2180 2185 2190 

Ser Tyr Glu Tyr Asp Ala Asp Gly Gin Leu Gin Thr Val Ser He Asn 
2195 2200 2205 

Asp Lys Pro Leu Trp Arg Tyr Ser Tyr Asp Leu Asn Gly Asn Leu His 
2210 2215 2220 

Leu Leu Ser Pro Gly Asn Ser Ala Arg Leu Thr Pro Leu Arg Tyr Asp 
2225 2230 2235 2240 

He Arg Asp Arg lie Thr Arg Leu Gly Asp Val Gin Tyr Lys Met Asp 



24 



2245 



2250 



2255 



Glu Asp Gly Phe Leu Arg Gin Arg Gly Gly Asp He Phe Glu Tyr Asn 
2260 2265 2270 

Ser Ala Gly Leu Leu He Lys Ala Tyr Asn Arg Ala Gly Ser Trp Ser 
2275 2280 2285 

Val Arg Tyr Arg Tyr Asp Gly Leu Gly Arg Arg Val Ser Ser Lys Ser 
2290 2295 2300 

Ser His Ser His His Leu Gin Phe Phe Tyr Ala Asp Leu Thr Asn Pro 
2305 2310 2315 2320 

Thr Lys Val Thr His Leu Tyr Asn His Ser Ser Ser Glu He Thr Ser 
2325 2330 2335 



Leu Tyr Tyr Asp Leu Gin Gly His Leu Phe Ala Met Glu Leu Ser Ser 
2340 2345 2350 

Gly Asp Glu Phe Tyr He Ala Cys Asp Asn lie Gly Thr Pro Leu Ala 
2355 2360 2365 

Val Phe Ser Gly Thr Gly Leu Met He Lys Gin He Leu Tyr Thr Ala 
2370 2375 2380 

Tyr Gly Glu He Tyr Met Asp Thr Asn Pro Asn Phe Gin He He He 
2385 2390 2395 2400 

Gly Tyr His Gly Gly Leu Tyr Asp Pro Leu Thr Lys Leu Val His Met 
2405 2410 2415 

Gly Arg Arg Asp Tyr Asp Val Leu Ala Gly Arg Trp Thr Ser Pro Asp 
2420 2425 2430 

His Glu Leu Trp Lys His Leu Ser Ser Ser Asn Val Met Pro Phe Asn 
2435 2440 2445 

Leu Tyr Met Phe Lys Asn Asn Asn Pro He Ser Asn Ser Gin Asp He 
2450 2455 2460 

Lys Cys Phe Met Thr Asp Val Asn Ser Trp Leu Leu Thr Phe Gly Phe 
2465 2470 2475 2480 

Gin Leu His Asn Val He Pro Gly Tyr Pro Lys Pro Asp Met Asp Ala 
2485 2490 2495 

Met Glu Pro Ser Tyr Glu Leu He His Thr Gin Met Lys Thr Gin Glu 
2500 2505 2510 

Trp Asp Asn Ser Lys Ser He Leu Gly Val Gin Cys Glu Val Gin Lys 
2515 2520 2525 

Gin Leu Lys Ala Phe Val Thr Leu Glu Arg Phe Asp Gin Leu Tyr Gly 
2530 " 2535 2540 

Ser Thr He Thr Ser Cys Gin Gin Ala Pro Lys Thr Lys Lys Phe Ala 
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2545 2550 2555 2560 

Ser Ser Gly Ser Val Phe Gly Lys Gly Val Lys Phe Ala Leu Lys Asp 
2565 2570 2575 

Gly Arg Val Thr Thr Asp He He Ser Val Ala Asn Glu Asp Gly Arg 
2580 2585 2590 

Arg Val Ala Ala He Leu Asn His Ala His Tyr Leu Glu Asn Leu His 
2595 2600 2605 

Phe Thr He Asp Gly Val Asp Thr His Tyr Phe Val Lys Pro Gly Pro 
2610 2615 2620 

Ser Glu Gly Asp Leu Ala He Leu Gly Leu Ser Gly Gly Arg Arg Thr 
2625 2630 2635 2640 

Leu Glu Asn Gly Val Asn Val Thr Val Ser Gin He Asn Thr Val Leu 
2645 2650 2655 

Asn Gly Arg Thr Arg Arg Tyr Thr Asp He Gin Leu Gin Tyr Gly Ala 
2660 2665 2670 

Leu Cys Leu Asn Thr Arg Tyr Gly Thr Thr Leu Asp Glu Glu Lys Ala 
2675 2680 2685 

Arg Val Leu Glu Leu Ala Arg Gin Arg Ala Val Arg Gin Ala Trp Ala 
2690 2695 2700 

Arg Glu Gin Gin Arg Leu Arg Glu Gly Glu Glu Gly Leu Arg Ala Trp 
2705 2710 2715 2720 

Thr Glu Gly Glu Lys Gin Gin Val Leu Ser Thr Gly Arg Val Gin Gly 
2725 2730 2735 

Tyr Asp Gly Phe Phe Val He Ser Val Glu Gin Tyr Pro Glu Leu Ser 
2740 2745 2750 

Asp Ser Ala Asn Asn He His Phe Met Arg Gin Ser Glu Met Gly Arg 
2755 2760 2765 



Arg 



<210> 15 
<211> 822 
<212> DNA 

<213> Homo sapiens 
<400> 15 

atgcgccttc ccggggtacc cctggcgcgc cctgcgctgc tgctgctgct gccgctgctc 60 
gcgccgctgc tgggaacggg tgcgccggcc gagctgcggg tccgcgtgcg gctgccggac 12 0 
ggccaggtga ccgaggagag cctgcaggcg gacagcgacg cggacagcat cagcctcgag 180 
ctgcgcaagc ccgacggcac cctcgtctcc ttcaccgccg acttcaagaa ggatgtgaag 240 
gtcttccggg ccctgatcct gggggagctg gagaaggggc agagtcagtt ccaggccctc 300 
tgctttgtca cccagctgca gcacaatgag atcatcccca gtgaggccat ggccaagctc 360 
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cggcagaaaa atccccgggc agtgcggcag 

cacatggatg tcgctgtcaa cttcagccag 

gtgtgtgccg aggccgtgga tgccatctac 

gagcaaggtg tggacagttc tgtgttcgag 

ctgcctcgct gcaggcaggt gggggaccgc 

agcctggcct ggtacccctg catgctcaag 

tacaagtgtg gcatccgcag ctgccagaag 

aggcagctgt gtctctggga tgaggatccc 



gcggaggagg ttcggggtct ggagcatctg 420 
ggggccctgc tgagccccca tctccacaac 480 
acccgccagg aggatgtccg gttctggctg 540 
gctctgccca aggcctcaga gcaggcggag 600 
gggaagccct gcgtctgcca ctatggcctg 660 
tactgccaca gccgcgaccg gcccacgccc 720 
agctacagct ttgacttcta cgtgccccag 780 
tacccaggct ag 822 



<210> 16 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Arg Leu Pro Gly Val Pro Leu Ala Arg Pro Ala Leu Leu Leu Leu 
15 10 15 

Leu Pro Leu Leu Ala Pro Leu Leu Gly Thr Gly Ala Pro Ala Glu Leu 
20 25 30 

Arg Val Arg Val Arg Leu Pro Asp Gly Gin Val Thr Glu Glu Ser Leu 
35 40 45 

Gin Ala Asp Ser Asp Ala Asp Ser lie Ser Leu Glu Leu Arg Lys Pro 
50 55 60 

Asp Gly Thr Leu Val Ser Phe Thr Ala Asp Phe Lys Lys Asp Val Lys 
65 70 75 80 

Val Phe Arg Ala Leu lie Leu Gly Glu Leu Glu Lys Gly Gin Ser Gin 
85 90 95 

Phe Gin Ala Leu Cys Phe Val Thr Gin Leu Gin His Asn Glu I]e lie 
100 105 110 

Pro Ser Glu Ala Met Ala Lys Leu Arg Gin Lys Asn Pro Arg Ala Val 
115 120 125 

Arg Gin Ala Glu Glu Val Arg Gly Leu Glu His Leu His Met Asp Val 
130 135 140 

Ala Val Asn Phe Ser Gin Gly Ala Leu Leu Ser Pro His Leu His Asn 
145 150 155 160 

Val Cys Ala Glu Ala Val Asp Ala lie Tyr Thr Arg Gin Glu Asp Val 
165 170 175 

Arg Phe Trp Leu Glu Gin Gly Val Asp Ser Ser Val Phe Glu Ala Leu 
180 185 190 

Pro Lys Ala Ser Glu Gin Ala Glu Leu Pro Arg Cys Arg Gin Val Gly 
195 200 205 

Asp Arg Gly Lys Pro Cys Val Cys His Tyr Gly Leu Ser Leu Ala Trp 
210 215 220 
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Tyr Pro Cys Met Leu Lys Tyr Cys His Ser Arg Asp Arg Pro Thr Pro 
225 " 230 235 240 

Tyr Lys Cys Gly lie Arg Ser Cys Gin Lys Ser Tyr Ser Phe Asp Phe 
245 250 255 

Tyr Val Pro Gin Arg Gin Leu Cys Leu Trp Asp Glu Asp Pro Tyr Pro 
260 265 270 

Gly 



<210> 17 

<211> 1362 

<212> DNA 

<213> Homo sapiens 



<400> 17 

atgcgccttc 

gcgccgctgc 

ggccaggtga 

ctgcgcaagc 

gtcttccggg 

tgctttgtca 

cggcagaaaa 

cacatggatg 

gtgtgtgccg 

gagcaaggtg 

ctgcctcgct 

agcctggcct 

tacaagtgtg 

aggcagctgt 

agtggctgct 

tgaggcctta 

ccatctcaca 

attcccaccc 

cccctccctc 

tctggttgtt 

acccacctcc 

cagtcccttc 

cccacgacgc 



ccggggtacc 
tgggaacggg 
ccgaggagag 
ccgacggcac 
ccctgatcct 
cccagctgca 
atccccgggc 
tcgctgtcaa 
aggccgtgga 
tggacagttc 
gcaggcaggt 
ggtacccctg 
gcatccgcag 
gtctctggga 
ctgggcccac 
tttccctccc 
tgactgtgaa 
tgtgccttcc 
ctgcatctcc 
ctgttgaact 
ccagacacaa 
ctactcccca 
agcccctgta 



cctggcgcgc 
tgcgccggcc 
cctgcaggcg 
cctcgtctcc 
gggggagctg 
gcacaatgag 
agtgcggcag 
ctgcagccag 
tgccatctac 
tgtgttcgag 
gggggaccgc 
catgctcaag 
ctgccagaag 
tgaggatccc 
tgctcttcac 
tccccactcc 
gggggtgtgg 
ttgcgggcag 
cctggagtgt 
ccttgaacgt 
ctcccttccc 
acaaggggct 
ctggattaca 



cctgcgctgc 
gagctgcggg 
gacagcgacg 
ttcaccgccg 
gagaaggggc 
atcatcccca 
gcggaggagg 
ggggccctgc 
acccgccagg 
gctctgccca 
gggaagccct 
tactgccaca 
agctacagct 
tacccaggct 
cagccactag 
cctggcccta 
catggcaggg 
agagggagag 
tcacttgcaa 
ttagacccta 
catgcacaca 
cactatcccc 
gcatattctc 



tgctgctgct 
tccgcgtgcg 
cggacagcat 
acttcaagaa 
agagtcagtt 
gtgaggccat 
ctcggggtct 
tgagccccca 
aggatgtccg 
aggcctcaga 
gcgtctgcca 
gccgcgaccg 
tcgacttcta 
agggtgggag 
agggggtggc 
gagcctgggc 
ggtctcatga 
aagggctccc 
gctgccaaaa 
aaaggagtct 
tctggaagga 
aaagaaggag 
at 



gccgctgctc 
gctgccggac 
cagcctcgag 
ggatgtgaag 
ccaggccctc 
ggccaagctc 
ggagcatctg 
tctccacaac 
gttctggctg 
gcaggcggag 
ctatggcctg 
gcccacgccc 
cgtgccccag 
caacctggcg 
aacccccacc 
ccctctggcc 
aggcaccccc 
cagatctaca 
catgatggcc 
atacctggac 
gctggcccct 
ctgttgggga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1362 



<210> 18 

<211> 273 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Arg Leu Pro Gly Val Pro Leu Ala Arg Pro Ala Leu Leu Leu Leu 
15 10 15 

Leu Pro Leu Leu Ala Pro Leu Leu Gly Thr Gly Ala Pro Ala Glu Leu 
20 25 30 
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Arg Val Arg Val Arg Leu Pro Asp Gly Gin Val Thr Glu Glu Ser Leu 
35 40 45 

Gin Ala Asp Ser Asp Ala Asp Ser He Ser Leu Glu Leu Arg Lys Pro 
50 55 60 

Asp Gly Thr Leu Val Ser Phe Thr Ala Asp Phe Lys Lys Asp Val Lys 
65 70 75 80 

Val Phe Arg Ala Leu He Leu Gly Glu Leu Glu Lys Gly Gin Ser Gin 
85 90 95 

Phe Gin Ala Leu Cys Phe Val Thr Gin Leu Gin His Asn Glu He He 
100 105 110 

Pro Ser Glu Ala Met Ala Lys Leu Arg Gin Lys Asn Pro Arg Ala Val 
115 120 125 

Arg Gin Ala Glu Glu Ala Arg Gly Leu Glu His Leu His Met Asp Val 
130 135 140 

Ala Val Asn Cys Ser Gin Gly Ala Leu Leu Ser Pro His Leu His Asn 
145 150 155 160 

Val Cys Ala Glu Ala Val Asp Ala He Tyr Thr Arg Gin Glu Asp Val 
165 170 175 

Arg Phe Trp Leu Glu Gin Gly Val Asp Ser Ser Val Phe Glu Ala Leu 
180 185 190 

Pro Lys Ala Ser Glu Gin Ala Glu Leu Pro Arg Cys Arg Gin Val Gly 
195 200 205 

Asp Arg Gly Lys Pro Cys Val Cys His Tyr Gly Leu Ser Leu Ala Trp 
210 215 220 

Tyr Pro Cys Met Leu Lys Tyr Cys His Ser Arg Asp Arg Pro Thr Pro 
225 230 235 240 

Tyr Lys Cys Gly He Arg Ser Cys Gin Lys Ser Tyr Ser Phe Asp Phe 
245 250 255 

Tyr Val Pro Gin Arg Gin Leu Cys Leu Trp Asp Glu Asp Pro Tyr Pro 
260 265 270 



Gly 



<210> 19 

<211> 3641 

<212> DNA 

<213> Homo sapiens 

<400> 19 

agagaaccag cgagagccat ggggggctgc gaagtccggg aatttctttt gcaatttggt 60 
ttcttcttgc ccctgctgac agcttggacc ggcgactgca gtcacgtctc caaccaagtt 120 
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gtgttgcttg atacatctac agtgatggga gaactaggat ggaaaacata tccactgaat 180 
gggtgggatg ccattactga aatggatgaa cacaacaggc ccatacatac ataccaggta 240 
tgcaatgtca tggaaccaaa ccagaacaac tggcttcgta ctaactggat ctctcgtgat 300 
gctgctcaga aaatctatgt ggaaatgaag ttcacattga gagattgtaa cagcatccca 3 60 
tgggtcttgg gaacgtgtaa agaaacattt actctgtatt atattgaatc tgacgaatcc 420 
cacggaacta aattcaagcc aagccaatat ataaagattg acacaattgc tgcggatgag 480 
agttttactc agatggattt gggtgatcgc atccttaaac tcaacactga aattcgtgag 540 
gtggggccta tagaaaggaa aggattttat ctggcttttc aagacattgg ggcgtgcatt 600 
gccctggttt cagtccgtgt tttctacaag aaatgcccct tcactgttcg taacttggcc 660 
atgtttcctg ataccattcc aagggttgat tcctcctctt tggttgaagt acggggttct 720 
tgtgtgaaga gtgctgaaga gcgtgacact cctaaactgt attgtggagc tgatggagat 780 
tggctggttc ctcttggaag gtgcatctgc agtacaggat atgaagaaat tgagggttct 840 
tgccatgctt gcagaccagg attctataaa gcttttgctg ggaacacaaa atgttctaaa 900 
tgtcctccac acagtttaac atacatggaa gcaacttctg tctgtcagtg tgaaaagggt 960 
tatttccgag ctgaaaaaga cccaccttct atggcatgta ccaggccacc ttcagctcct 1020 
aggaatgtgg tttttaacat caatgaaaca gcccttattt tggaatggag cccaccaagt 1080 
gacacaggag ggagaaaaga tctcacatac agtgtaatct gtaagaaatg tggcttagac 1140 
accagccagt gtgaggactg tggtggagga ctccgcttca tcccaagaca tacaggcctg 1200 
atcaacaatt ccgtgatagt acttgacttt gtgtctcacg tgaattacac ctttgaaata 1260 
gaagcaatga atggagtttc tgagttgagt ttttctccca agccattcac agctattaca 1320 
gtgaccacgg atcaagatgc accttccctg ataggtgtgg taaggaagga ctgggcatcc 1380 
caaaatagca ttgccctatc atggcaagca cctgcttttt ccaatggagc cattctggac 1440 
tacgagatca agtactatga gaaagaacat gagcagctga cctactcttc cacaaggtcc 1500 
aaagccccca gtgtcatcat cacaggtctt aagccagcca ccaaatatgt atttcacatc 1560 
cgagtgagaa ctgcgacagg atacagtggc tacagtcaga aatttgaatt tgaaacagga 1620 
gatgaaactt ctgacatggc agcagaacaa ggacagattc tcgtgatagc caccgccgct 1680 
gttggcggat tcactctcct cgtcatcctc actttattct tcttgatcac tgggagatgt 1740 
cagtggtaca taaaagccaa gatgaagtca gaagagaaga gaagaaacca cttacagaat 1800 
gggcatttgc gcttcccggg aattaaaact tacattgatc cagatacata tgaagaccca 1860 
tccctagcag tccatgaatt tgcaaaggag attgatccct caagaattcg tattgagaga 1920 
gtcattgggg caggtgaatt tggagaagtc tgtagtgggc gtttgaagac accagggaaa 1980 
agagagatcc cagttgccat taaaactttg aaaggtggcc acatggatcg gcaaagaaga 2 040 
gattttctaa gagaagctag tatcatgggc cagtttgacc atccaaacat cattcgccta 2100 
gaaggggttg tcaccaaaag atccttcccg gccattgggg tggaggcgtt ttgccccagc 2160 
ttcctgaggg cagggttttt aaatagcatc caggccccgc atccagtgcc agggggagga 2220 
tctttgcccc ccaggattcc tgctggcaga ccagtaatga ttgtggtgga atatatggag 2280 
aatggatccc tagactcctt tttgcggaag catgatggcc acttcacagt catccagttg 2340 
gtcggaatgc tccgaggcat tgcatcaggc atgaagtatc tttctgatat gggttatgtt 2400 
catcgagacc tagcggctcg gaatatactg gtcaatagca acttagtatg caaagtttct 2460 
gattttggtc tctccagagt gctggaagat gatccagaag ctgcttatac aacaactggt 2520 
ggaaaaatcc ccataaggtg gacagcccca gaagccatcg cctacagaaa attctcctca 2580 
gcaagcgatg catggagcta tggcattgtc atgtgggagg tcatgtccta tggagagaga 2 640 
ccttattggg aaatgtctaa ccaagatgtc attctgtcca ttgaagaagg gtacagactt 2700 
ccagctccca tgggctgtcc agcatctcta caccagctga tgctccactg ctggcagaag 2760 
gagagaaatc acagaccaaa atttactgac attgtcagct tccttgacaa actgatccga 2820 
aatcccagtg cccttcacac cctggtggag gacatccttg taatgccaga gtcccctggt 2880 
gaagttccgg aatatccttt gtttgtcaca gttggtgact ggctagattc tataaagatg 2940 
gggcaataca agaataactt cgtggcagca gggtttacaa catttgacct gatttcaaga 3 000 
atgagcattg atgacattag aagaattgga gtcatactta ttggacacca gagacgaata 3 060 
gtcagcagca tacagacttt acgtttacac atgatgcaca tacaggagaa gggatttcat 3120 
gtatgaaagt accacaagca cctgtgtttt gtgcctcagc atttctaaaa tgaacgatat 3180 
cctctctact actctctctt ctgattctcc aaacatcact tcacaaactg cagtcttctg 3240 
ttcagactat aggcacacac cttatgttta tgcttccaac caggatttta aaatcatgct 3300 
acataaatcc gttctgaata acctgcaact aaaaccctgg cccactgcag attattgcta 3360 
cgcaatgcaa cagctttaaa acctatctag gcccatgaat ggaaaacaaa tccaaatccg 3420 
atccttgaaa agcaaaggct ctaaagaagc tcttcagaag agacggtaaa gaatgaattc 3480 
ttttacttat cacccaacca catttcttaa aaatgtgttt tggtgtcttt tcctaccaaa 3540 
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tttctgctct acaaggcagt cagttaaatc tctcatttca taattttcac tgtgatagat 3600 
ccttgctctc tcctctttta ataaatttaa taaaacttta a 3641 



<210> 20 
<211> 1035 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Gly Gly Cys Glu Val Arg Glu Phe Leu Leu Gin Phe Gly Phe Phe 
15 10 15 

Leu Pro Leu Leu Thr Ala Trp Thr Gly Asp Cys Ser His Val Ser Asn 
20 25 30 

Gin Val Val Leu Leu Asp Thr Ser Thr Val Met Gly Glu Leu Gly Trp 
35 40 45 

Lys Thr Tyr Pro Leu Asn Gly Trp Asp Ala lie Thr Glu Met Asp Glu 
50 55 60 

His Asn Arg Pro lie His Thr Tyr Gin Val Cys Asn Val Met Glu Pro 
65 70 75 80 

Asn Gin Asn Asn Trp Leu Arg Thr Asn Trp lie Ser Arg Asp Ala Ala 
85 90 95 

Gin Lys He Tyr Val Glu Met Lys Phe Thr Leu Arg Asp Cys Asn Ser 
100 105 HO 

He Pro Trp Val Leu Gly Thr Cys Lys Glu Thr Phe Thr Leu Tyr Tyr 
115 120 125 

He Glu Ser Asp Glu Ser His Gly Thr Lys Phe Lys Pro Ser Gin Tyr 
130 135 140 

He Lys He Asp Thr He Ala Ala Asp Glu Ser Phe Thr Gin Met Asp 
145 150 155 160 

Leu Gly Asp Arg He Leu Lys Leu Asn Thr Glu He Arg Glu Val Gly 
165 170 175 

Pro He Glu Arg Lys Gly Phe Tyr Leu Ala Phe Gin Asp He Gly Ala 
180 185 190 

Cys He Ala Leu Val Ser Val Arg Val Phe Tyr Lys Lys Cys Pro Phe 
195 200 205 

Thr Val Arg Asn Leu Ala Met Phe Pro Asp Thr He Pro Arg Val Asp 
210 215 220 

Ser Ser Ser Leu Val Glu Val Arg Gly Ser Cys Val Lys Ser Ala Glu 
225 230 235 240 

Glu Arg Asp Thr Pro Lys Leu Tyr Cys Gly Ala Asp Gly Asp Trp Leu 
245 250 255 
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Val Pro Leu Gly Arg Cys He Cys Ser Thr Gly Tyr Glu Glu He Glu 
260 265 270 

Gly Ser Cys His Ala Cys Arg Pro Gly Phe Tyr Lys Ala Phe Ala Gly 
275 280 285 

Asn Thr Lys Cys Ser Lys Cys Pro Pro His Ser Leu Thr Tyr Met Glu 
290 295 300 

Ala Thr Ser Val Cys Gin Cys Glu Lys Gly Tyr Phe Arg Ala Glu Lys 
305 310 315 320 

Asp Pro Pro Ser Met Ala Cys Thr Arg Pro Pro Ser Ala Pro Arg Asn 
325 330 335 

Val Val Phe Asn He Asn Glu Thr Ala Leu He Leu Glu Trp Ser Pro 
340 345 350 

Pro Ser Asp Thr Gly Gly Arg Lys Asp Leu Thr Tyr Ser Val He Cys 
355 360 365 

Lys Lys Cys Gly Leu Asp Thr Ser Gin Cys Glu Asp Cys Gly Gly Gly 
370 375 380 

Leu Arg Phe He Pro Arg His Thr Gly Leu He Asn Asn Ser Val He 
385 390 395 400 

Val Leu Asp Phe Val Ser His Val Asn Tyr Thr Phe Glu He Glu Ala 
405 410 415 

Met Asn Gly Val Ser Glu Leu Ser Phe Ser Pro Lys Pro Phe Thr Ala 
420 425 430 

He Thr Val Thr Thr Asp Gin Asp Ala Pro Ser Leu He Gly Val Val 
435 440 445 

Arg Lys Asp Trp Ala Ser Gin Asn Ser He Ala Leu Ser Trp Gin Ala 
450 455 460 

Pro Ala Phe Ser Asn Gly Ala He Leu Asp Tyr Glu He Lys Tyr Tyr 
465 470 475 480 

Glu Lys Glu His Glu Gin Leu Thr Tyr Ser Ser Thr Arg Ser Lys Ala 
485 490 495 

Pro Ser Val He He Thr Gly Leu Lys Pro Ala Thr Lys Tyr Val Phe 
500 505 510 

His He Arg Val Arg Thr Ala Thr Gly Tyr Ser Gly Tyr Ser Gin Lys 
515 520 525 

Phe Glu Phe Glu Thr Gly Asp Glu Thr Ser Asp Met Ala Ala Glu Gin 
530 535 540 

Gly Gin He Leu Val He Ala Thr Ala Ala Val Gly Gly Phe Thr Leu 
545 550 555 560 
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Leu Val He Leu Thr Leu Phe Phe Leu He Thr Gly Arg Cys Gin Trp 
565 570 575 



Tyr He Lys Ala Lys Met Lys Ser Glu Glu Lys Arg Arg Asn His Leu 
580 585 590 

Gin Asn Gly His Leu Arg Phe Pro Gly He Lys Thr Tyr He Asp Pro 
595 600 605 

Asp Thr Tyr Glu Asp Pro Ser Leu Ala Val His Glu Phe Ala Lys Glu 
610 615 620 

He Asp Pro Ser Arg He Arg He Glu Arg Val He Gly Ala Gly Glu 
625 630 635 640 

Phe Gly Glu Val Cys Ser Gly Arg Leu Lys Thr Pro Gly Lys Arg Glu 
645 650 655 

He Pro Val Ala He Lys Thr Leu Lys Gly Gly His Met Asp Arg Gin 
660 665 670 

Arg Arg Asp Phe Leu Arg Glu Ala Ser He Met Gly Gin Phe Asp His 
675 680 685 

Pro Asn He He Arg Leu Glu Gly Val Val Thr Lys Arg Ser Phe Pro 
690 695 700 

Ala He Gly Val Glu Ala Phe Cys Pro Ser Phe Leu Arg Ala Gly Phe 
705 710 715 720 

Leu Asn Ser He Gin Ala Pro His Pro Val Pro Gly Gly Gly Ser Leu 
725 730 735 

Pro Pro Arg He Pro Ala Gly Arg Pro Val Met He Val Val Glu Tyr 
740 745 750 

Met Glu Asn Gly Ser Leu Asp Ser Phe Leu Arg Lys His Asp Gly His 
755 ' 760 765 

Phe Thr Val He Gin Leu Val Gly Met Leu Arg Gly He Ala Ser Gly 
770 775 780 

Met Lys Tyr Leu Ser Asp Met Gly Tyr Val His Arg Asp Leu Ala Ala 
785 790 795 800 

Arg Asn He Leu Val Asn Ser Asn Leu Val Cys Lys Val Ser Asp Phe 
805 810 815 

Gly Leu Ser Arg Val Leu Glu Asp Asp Pro Glu Ala Ala Tyr Thr Thr 
820 825 830 

Thr Gly Gly Lys He Pro He Arg Trp Thr Ala Pro Glu Ala He Ala 
835 840 845 

Tyr Arg Lys Phe Ser Ser Ala Ser Asp Ala Trp Ser Tyr Gly He Val 
850 855 860 
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Met Trp Glu Val Met Ser Tyr Gly Glu Arg Pro Tyr Trp Glu Met Ser 
865 870 875 880 



Asn Gin Asp Val He Leu Ser He Glu Glu Gly Tyr Arg Leu Pro Ala 
885 890 895 

Pro Met Gly Cys Pro Ala Ser Leu His Gin Leu Met Leu His Cys Trp 
900 905 910 

Gin Lys Glu Arg Asn His Arg Pro Lys Phe Thr Asp He Val Ser Phe 
915 920 925 

Leu Asp Lys Leu He Arg Asn Pro Ser Ala Leu His Thr Leu Val Glu 
930 935 940 

Asp He Leu Val Met Pro Glu Ser Pro Gly Glu Val Pro Glu Tyr Pro 
945 950 955 960 

Leu Phe Val Thr Val Gly Asp Trp Leu Asp Ser He Lys Met Gly Gin 
965 970 975 

Tyr Lys Asn Asn Phe Val Ala Ala Gly Phe Thr Thr Phe Asp Leu He 
980 985 990 

Ser Arg Met Ser He Asp Asp He Arg Arg He Gly Val He Leu He 
995 1000 1005 

Gly His Gin Arg Arg He Val Ser Ser He Gin Thr Leu Arg Leu His 
1010 1015 1020 

Met Met His He Gin Glu Lys Gly Phe His Val 
1025 1030 1035 



<210> 21 
<211> 3692 
<212> DNA 

<213> Homo sapiens 
<400> 21 

agagaaccag cgagagccat ggggggctgc gaagtccggg aatttctttt gcaatttggt 60 
ttcttcttgc ctctgctgac agcgtggcca ggcgactgca gtcacgtctc caacaaccaa 120 
gttgtgttgc ttgatacaac aactgtactg ggagagctag gatggaaaac atatccatta 180 
aatgggtggg atgccatcac tgaaatggat gaacataata ggcccattca cacataccag 240 
gtatgtaatg taatggaacc aaaccaaaac aactggcttc gtacaaactg gatctcccgt 300 
gatgcagctc agaaaattta tgtggaaatg aaattcacac taagggattg taacagcatc 360 
ccatgggtct tggggacttg caaagaaaca tttaatctgt tttatatgga atcagatgag 420 
tcccacggaa ttaaattcaa gccaaaccag tatacaaaga tcgacacaat tgctgctgat 480 
gagagtttta cccagatgga tttgggtgat cgcatcctca aactcaacac tgaaattcgt 540 
gaggtggggc ctatagaaag gaaaggattt tatctggctt ttcaagacat tggggcgtgc 600 
attgccctgg tttcagtccg tgttttctac aagaaatgcc ccttcactgt tcgtaacttg 660 
gccatgtttc ctgataccat tccaagggtt gattcctcct ctttggttga agtacggggt 720 
tcttgtgtga agagtgctga agagcgtgac actcctaaac tgtattgtgg ggctgatgga 780 
gattggctgg ttcctcttgg aaggtgcatc tgcagtacag gatatgaaga aattgagggt 840 
tcttgccatg cttgcagacc aggattctat aaagcttttg ctgggaacac aaaatgttct 900 
aaatgtcctc cacacagttt aacatacatg gaagcaactt ctgtctgtca gtgtgaaaag 960 
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ggttatttcc gagctgaaaa agacccacct tctatggcat gtaccaggcc accttcagct 1020 
cctaggaatg tggtttttaa catcaatgaa acagccctta ttttggaatg gagcccacca 1080 
agtgacacag gagggagaaa agatctcaca tacagtgtaa tctgtaagaa atgtggctta 1140 
gacaccagcc agtgtgagga ctgtggtgga ggactccgct tcatcccaag acatacaggc 1200 
ctgatcaaca attccgtgat agtacttgac tttgtgtctc acgtgaatta cacctttgaa 1260 
atagaagcaa tgaatggagt ttctgagttg agtttttctc ccaagccatt cacagctatt 1320 
acagtgacca cggatcaaga tgcaccttcc ctgataggtg tggtaaggaa ggactgggca 1380 
tcccaaaata gcattgccct atcatggcaa gcacctgctt tttccaatgg agccattctg 1440 
gactacgaga tcaagtacta tgagaaagtc tacccacgga tagcgccggc attttggcac 1500 
tacctgcggg tagaagaaca tgagcagctg acctactctt ccacaaggtc caaagccccc 1560 
agtgtcatca tcacaggtct taagccagcc accaaatatg tatttcacat ccgagtgaga 1620 
actgcgacag gatacagtgg ctacagtcag aaatttgaat ttgaaacagg agatgaaact 1680 
tctgacatgg cagcagaaca aggacagatt ctcgtgatag ccaccgccgc tgttggcgga 1740 
ttcactctcc tcgtcatcct cactttattc ttcttgatca ctgggagatg tcagtggtac 1800 
ataaaagcca agatgaagtc agaagagaag agaagaaacc acttacagaa tgggcatttg 1860 
cgcttcccgg gaattaaaac ttacattgat , ccagatacat atgaagaccc atccctagca 1920 
gtccatgaat ttgcaaagga gattgatccc tcaagaattc gtattgagag agtcattggg 1980 
gcaggtgaat ttggagaagt ctgtagtggg cgtttgaaga caccagggaa aagagagatc 2040 
ccagttgcca ttaaaacttt gaaaggtggc cacatggatc ggcaaagaag agattttcta 2100 
agagaagcta gtatcatggg ccagtttgac catccaaaca tcattcgcct agaaggggtt 2160 
gtcaccaaaa gatccttccc ggccattggg gtggaggcgt tttgccccag cttcctgagg 2220 
gcagggtttt taaatagcat ccaggccccg catccagtgc cagggggagg atctttgccc 2280 
cccaggattc ctgctggcag accagtaatg attgtggtgg aatatatgga gaatggatcc 2340 
ctagactcct ttttgcggaa gcatgatggc cacttcacag tcatccagtt ggtcggaatg 2400 
ctccgaggca ttgcatcagg catgaagtat ctttctgata tgggttatgt tcatcgagac 2460 
ctagcggctc ggaatatact ggtcaatagc aacttagtat gcaaagtttc tgattttggt 2520 
ctctccagag tgctggaaga tgatccagaa gctgcttata caacaactgg tggaaaaatc 2580 
cccataaggt ggacagcccc agaagccatc gcctacagaa aattctcctc agcaagcgat 2640 
gcatggagct atggcattgt catgtgggag gtcatgtcct atggagagag accttattgg 2700 
gaaatgtcta accaagatgt cattctgtcc attgaagaag ggtacagact tccagctccc 2760 
atgggctgtc cagcatctct acaccagctg atgctccact gctggcagaa ggagagaaat 2820 
cacagaccaa aatttactga cattgtcagc ttccttgaca aactgatccg aaatcccagt 2880 
gcccttcaca ccctggtgga ggacatcctt gtaatgccag agtcccctgg tgaagttccg 2940 
gaatatcctt tgtttgtcac agttggtgac tggctagatt ctataaagat ggggcaatac 3000 
aagaataact tcgtggcagc agggtttaca acatttgacc tgatttcaag aatgagcatt 3060 
gatgacatta gaagaattgg agtcatactt attggacacc agagacgaat agtcagcagc 3120 
atacagactt tacgtttaca catgatgcac atacaggaga agggatttca tgtatgaaag 3180 
taccacaagc acctgtgttt tgtgcctcag catttctaaa atgaacgata tcctctctac 3240 
tactctctct tctgattctc caaacatcac ttcacaaact gcagtcttct gttcagacta 3300 
taggcacaca ccttatgttt atgcttccaa ccaggatttt aaaatcatgc tacataaatc 3360 
cgttctgaat aacctgcaac taaaaccctg gcccactgca gattattgct acgcaatgca 3420 
acagctttaa aacctatcta ggcccatgaa tggaaaacaa atccaaatcc gatccttgaa 3480 
aagcaaaggc tctaaagaag ctcttcagaa gagacggtaa agaatgaatt cttttactta 3540 
tcacccaacc acatttctta aaaatgtgtt ttggtgtctt ttcctaccaa atttctgctc 3600 
tacaaggcag tcagttaaat ctctcatttc ataattttca ctgtgataga tccttgctct 3660 
ctcctctttt aataaattta ataaaacttt aa 3692 



<210> 22 

<211> 1052 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Gly Gly Cys Glu Val Arg Glu Phe Leu Leu Gin Phe Gly Phe Phe 
15 10 15 
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Leu Pro Leu Leu Thr Ala Trp Pro Gly Asp Cys Ser His Val Ser Asn 
20 25 30 



Asn Gin Val Val Leu Leu Asp Thr Thr Thr Val Leu Gly Glu Leu Gly 
35 40 45 

Trp Lys Thr Tyr Pro Leu Asn Gly Trp Asp Ala lie Thr Glu Met Asp 
50 55 60 

Glu His Asn Arg Pro lie His Thr Tyr Gin Val Cys Asn Val Met Glu 
65 70 75 80 

Pro Asn Gin Asn Asn Trp Leu Arg Thr Asn Trp He Ser Arg Asp Ala 
85 90 95 

Ala Gin Lys He Tyr Val Glu Met Lys Phe Thr Leu Arg Asp Cys Asn 
100 105 110 

Ser He Pro Trp Val Leu Gly Thr Cys Lys Glu Thr Phe Asn Leu Phe 
115 120 125 

Tyr Met Glu Ser Asp Glu Ser His Gly He Lys Phe Lys Pro Asn Gin 
130 135 140 

Tyr Thr Lys He Asp Thr He Ala Ala Asp Glu Ser Phe Thr Gin Met 
145 150 155 160 

Asp Leu Gly Asp Arg He Leu Lys Leu Asn Thr Glu He Arg Glu Val 
165 170 175 

Gly Pro He Glu Arg Lys Gly Phe Tyr Leu Ala Phe Gin Asp He Gly 
180 185 190 

Ala Cys He Ala Leu Val Ser Val Arg Val Phe Tyr Lys Lys Cys Pro 
195 200 205 

Phe Thr Val Arg Asn Leu Ala Met Phe Pro Asp Thr He Pro Arg Val 
210 215 220 

Asp Ser Ser Ser Leu Val Glu Val Arg Gly Ser Cys Val Lys Ser Ala 
225 230 235 240 

Glu Glu Arg Asp Thr Pro Lys Leu Tyr Cys Gly Ala Asp Gly Asp Trp 
245 250 255 

Leu Val Pro Leu Gly Arg Cys He Cys Ser Thr Gly Tyr Glu Glu lie 
260 265 270 

Glu Gly Ser Cys His Ala Cys Arg Pro Gly Phe Tyr Lys Ala Phe Ala 
275 280 285 

Gly Asn Thr Lys Cys Ser Lys Cys Pro Pro His Ser Leu Thr Tyr Met 
290 295 300 

Glu Ala Thr Ser Val Cys Gin Cys Glu Lys Gly Tyr Phe Arg Ala Glu 
305 310 315 320 
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Lys Asp Pro Pro Ser Met Ala Cys Thr Arg Pro Pro Ser Ala Pro Arg 
325 330 335 

Asn Val Val Phe Asn lie Asn Glu Thr Ala Leu lie Leu Glu Trp Ser 
340 345 350 

Pro Pro Ser Asp Thr Gly Gly Arg Lys Asp Leu Thr Tyr Ser Val lie 
355 360 365 

Cys Lys Lys Cys Gly Leu Asp Thr Ser Gin Cys Glu Asp Cys Gly Gly 
370 375 380 

Gly Leu Arg Phe lie Pro Arg His Thr Gly Leu lie Asn Asn Ser Val 
385 390 395 400 

He Val Leu Asp Phe Val Ser His Val Asn Tyr Thr Phe Glu He Glu 
405 410 415 

Ala Met Asn Gly Val Ser Glu Leu Ser Phe Ser Pro Lys Pro Phe Thr 
420 425 430 

Ala He Thr Val Thr Thr Asp Gin Asp Ala Pro Ser Leu He Gly Val 
435 440 445 

Val Arg Lys Asp Trp Ala Ser Gin Asn Ser He Ala Leu Ser Trp Gin 
450 455 460 

Ala Pro Ala Phe Ser Asn Gly Ala He Leu Asp Tyr Glu He Lys Tyr 
465 470 475 480 

Tyr Glu Lys Val Tyr Pro Arg He Ala Pro Ala Phe Trp His Tyr Leu 
485 490 495 

Arg Val Glu Glu His Glu Gin Leu Thr Tyr Ser Ser Thr Arg Ser Lys 
500 505 510 

Ala Pro Ser Val He He Thr Gly Leu Lys Pro Ala Thr Lys Tyr Val 
515 520 525 

Phe His He Arg Val Arg Thr Ala Thr Gly Tyr Ser Gly Tyr Ser Gin 
530 535 540 

Lys Phe Glu Phe Glu Thr Gly Asp Glu Thr Ser Asp Met Ala Ala Glu 
545 550 555 560 

Gin Gly Gin He Leu Val He Ala Thr Ala Ala Val Gly Gly Phe Thr 
565 570 575 

Leu Leu Val He Leu Thr Leu Phe Phe Leu He Thr Gly Arg Cys Gin 
580 585 590 

Trp Tyr He Lys Ala Lys Met Lys Ser Glu Glu Lys Arg Arg Asn His 
595 600 605 

Leu Gin Asn Gly His Leu Arg Phe Pro Gly He Lys Thr Tyr He Asp 
610 615 620 
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Pro Asp Thr Tyr Glu Asp Pro Ser Leu Ala Val His Glu Phe Ala Lys 
625 630 635 640 

Glu He Asp Pro Ser Arg He Arg He Glu Arg Val He Gly Ala Gly 
645 650 655 

Glu Phe Gly Glu Val Cys Ser Gly Arg Leu Lys Thr Pro Gly Lys Arg 
660 665 670 

Glu He Pro Val Ala He Lys Thr Leu Lys Gly Gly His Met Asp Arg 
675 680 685 

Gin Arg Arg Asp Phe Leu Arg Glu Ala Ser lie Met Gly Gin Phe Asp 
690 695 700 

His Pro Asn He He Arg Leu Glu Gly Val Val Thr Lys Arg Ser Phe 
705 710 715 720 

Pro Ala He Gly Val Glu Ala Phe Cys Pro Ser Phe Leu Arg Ala Gly 
725 730 735 

Phe Leu Asn Ser He Gin Ala Pro His Pro Val Pro Gly Gly Gly Ser 
740 745 750 

Leu Pro Pro Arg He Pro Ala Gly Arg Pro Val Met He Val Val Glu 
755 760 765 

Tyr Met Glu Asn Gly Ser Leu Asp Ser Phe Leu Arg Lys His Asp Gly 
770 775 780 

His Phe Thr Val He Gin Leu Val Gly Met Leu Arg Gly He Ala Ser 
785 790 795 800 

Gly Met Lys Tyr Leu Ser Asp Met Gly Tyr Val His Arg Asp Leu Ala 
805 810 815 

Ala Arg Asn He Leu Val Asn Ser Asn Leu Val Cys Lys Val Ser Asp 
820 825 830 

Phe Gly Leu Ser Arg Val Leu Glu Asp Asp Pro Glu Ala Ala Tyr Thr 
835 840 845 

Thr Thr Gly Gly Lys He Pro He Arg Trp Thr Ala Pro Glu Ala He 
850 855 860 

Ala Tyr Arg Lys Phe Ser Ser Ala Ser Asp Ala Trp Ser Tyr Gly He 
865 870 875 880 

Val Met Trp Glu Val Met Ser Tyr Gly Glu Arg Pro Tyr Trp Glu Met 
885 890 895 

Ser Asn Gin Asp Val He Leu Ser He Glu Glu Gly Tyr Arg Leu Pro 
900 905 910 

Ala Pro Met Gly Cys Pro Ala Ser Leu His Gin Leu Met Leu His Cys 
915 920 925 
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Trp Gin Lys Glu Arg Asn His Arg 
930 935 

Phe Leu Asp Lys Leu lie Arg Asn 
945 950 

Glu Asp lie Leu Val Met Pro Glu 
965 

Pro Leu Phe Val Thr Val Gly Asp 
980 

Gin Tyr Lys Asn Asn Phe Val Ala 
995 1000 

lie Ser Arg Met Ser lie Asp Asp 
1010 1015 

lie Gly His Gin Arg Arg lie Val 
1025 1030 

His Met Met His lie Gin Glu Lys 
1045 



Pro Lys Phe Thr Asp lie Val Ser 
940 

Pro Ser Ala Leu His Thr Leu Val 
955 960 

Ser Pro Gly Glu Val Pro Glu Tyr 
970 975 

Trp Leu Asp Ser lie Lys Met Gly 
985 990 

Ala Gly Phe Thr Thr Phe Asp Leu 
1005 

lie Arg Arg lie Gly Val lie Leu 
1020 

Ser Ser lie Gin Thr Leu Arg Leu 
1035 1040 

Gly Phe His Val 
1050 



<210> 23 

<211> 1607 

<212> DNA 

<213> Homo sapiens 

<400> 23 

tgggtttaac tgtgtcttat aggtgttagc agaaaaacct ctctgtacaa tgacaagtgg 60 
ccactgagaa cactttctca tttctcatga actgcccaat attcttagct gtggatgggg 120 
caatgttttc caggtcttca agtcatttta caacgaaacc tactttgagc gacacgcaac 180 
attcatggac gggaagctca tgctgcttct atggtcttgc accgtctcca tgtttcctct 240 
gggcggcctg ttggggtcat tgctcgtggg cctgctggtt gatagctgcg gcagaaaggg 300 
gaccctgctg atcaacaaca tctttgccat catccccgcc atcctgatgg gagtcagcaa 360 
agtggccaag gcttttgagc tgatcgtctt ttcccgagtg gtgctgggag tctgtgcagg 420 
tatctcctac agcgcccttc ccatgtacct gggagaactg gcccccaaga acctgagagg 480 
catggtggga acaatgaccg aggttttcgt catcgttgga gtcttcctag cacagatctt 540 
cagcctccag gccatcttgg gcaacccggc aggctggccg gtgcttctgg cgctcacagg 600 
ggtgcccgcc ctgctgcagc tgctgaccct gcccttcttc cccgaaagcc cccgctactc 660 
cctgattcag aaaggagatg aagccacagc gcggcctctg aggaggctga gaggccacac 720 
ggacatggag gccgagctgg aggacatgcg tgcggaggcc cgggccgagc gcgccgaggg 780 
ccacctgtct gtgctgcacc tctgtgccct gcggtccctg cgctggcagc tcctctccat 840 
catcgtgctc atggccggcc agcagctgtc gggcatcaat gcgatcaact actatgcgga 900 
caccatctac acatctgcgg gcgtggaggc cgctcactcc caatatgtaa cggtgggctc 960 
tggcgtcgtc aacatagtga tgaccatcac ctcggtggtc cttgtggagc ggctgggacg 1020 
gcggcacctc ctgctggccg gctacggcat ctgcggctct gcctgcctgg tgctgacggt 1080 
ctctcccccc ccacagaaca gggtccccga gctgtcctac ctcggcatca tctgtgtctt 1140 
tgcctacatc gcgggacatt ccattgggcc cagtcctgtc ccctcggtgg tgaggaccga 1200 
gatcttcctg cagtcctccc ggcgggcagc tttcatggtg gacggggcag tgcactggct 1260 
caccaacttc atcataggct tcctgttccc atccatccag gaggccatcg gtgcctacag 1320 
tttcatcatc tttgccggaa tctgcctcct cactgcgatt tacatctacg tggttattcc 1380 
ggagaccaag ggcaaaacat ttgtggagat aaaccgcatt tttgccaaga gaaacagggt 1440 
gaagcttcca gaggagaaag aagaaaccat tgatgctggg cctcccacag cctctcctgc 1500 
caaggaaact tccttttagt ggccctgcat gaaggacggg agcccatatt caaggcttcc 1560 
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ttctatgaca atgggcctcc cggccccagg ctctggggag gataata 



1607 



<210> 24 

<211> 483 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Glu His Phe Leu lie Ser His Glu Leu Pro Asn lie Leu Ser Cys Gly 
15 10 15 

Trp Gly Asn Val Phe Gin Val Phe Lys Ser Phe Tyr Asn Glu Thr Tyr 
20 25 30 

Phe Glu Arg His Ala Thr Phe Met Asp Gly Lys Leu Met Leu Leu Leu 
35 40 45 

Trp Ser Cys Thr Val Ser Met Phe Pro Leu Gly Gly Leu Leu Gly Ser 
50 55 60 

Leu Leu Val Gly Leu Leu Val Asp Ser Cys Gly Arg Lys Gly Thr Leu 
65 70 75 80 

Leu lie Asn Asn lie Phe Ala lie lie Pro Ala lie Leu Met Gly Val 
85 90 95 

Ser Lys Val Ala Lys Ala Phe Glu Leu He Val Phe Ser Arg Val Val 
100 105 110 

Leu Gly Val Cys Ala Gly He Ser Tyr Ser Ala Leu Pro Met Tyr Leu 
115 120 125 

Gly Glu Leu Ala Pro Lys Asn Leu Arg Gly Met Val Gly Thr Met Thr 
130 135 140 

Glu Val Phe Val He Val Gly Val Phe Leu Ala Gin He Phe Ser Leu 
145 150 155 160 

Gin Ala lie Leu Gly Asn Pro Ala Gly Trp Pro Val Leu Leu Ala Leu 
165 170 175 

Thr Gly Val Pro Ala Leu Leu Gin Leu Leu Thr Leu Pro Phe Phe Pro 
180 185 190 

Glu Ser Pro Arg Tyr Ser Leu lie Gin Lys Gly Asp Glu Ala Thr Ala 
195 200 205 

Arg Pro Leu Arg Arg Leu Arg Gly His Thr Asp Met Glu Ala Glu Leu 
210 215 220 

Glu Asp Met Arg Ala Glu Ala Arg Ala Glu Arg Ala Glu Gly His Leu 
225 230 235 240 

Ser Val Leu His Leu Cys Ala Leu Arg Ser Leu Arg Trp Gin Leu Leu 
245 250 255 
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Ser lie lie Val Leu Met Ala Gly Gin Gin Leu Ser Gly lie Asn Ala 
260 265 270 



lie Asn Tyr Tyr Ala Asp Thr lie Tyr Thr Ser Ala Gly Val Glu Ala 
275 280 285 

Ala His Ser Gin Tyr Val Thr Val Gly Ser Gly Val Val Asn lie Val 
290 295 300 

Met Thr lie Thr Ser Val Val Leu Val Glu Arg Leu Gly Arg Arg His 
305 310 315 320 

Leu Leu Leu Ala Gly Tyr Gly lie Cys Gly Ser Ala Cys Leu Val Leu 
325 330 335 



Thr Val Ser Pro Pro Pro Gin Asn 
340 

Gly lie lie Cys Val Phe Ala Tyr 
355 360 

Ser Pro Val Pro Ser Val Val Arg 
370 375 

Arg Arg Ala Ala Phe Met Val Asp 
385 390 

Phe lie lie Gly Phe Leu Phe Pro 
405 

Tyr Ser Phe lie lie Phe Ala Gly 
420 



Arg Val Pro Glu Leu Ser Tyr Leu 
345 350 

lie Ala Gly His Ser He Gly Pro 
365 

Thr Glu He Phe Leu Gin Ser Ser 
380 

Gly Ala Val His Trp Leu Thr Asn 
395 400 

Ser He Gin Glu Ala He Gly Ala 
410 415 

He Cys Leu Leu Thr Ala He Tyr 
425 430 



He Tyr Val Val He Pro Glu Thr Lys Gly Lys Thr Phe Val Glu lie 
435 440 445 

Asn Arg He Phe Ala Lys Arg Asn Arg Val Lys Leu Pro Glu Glu Lys 
450 455 460 

Glu Glu Thr He Asp Ala Gly Pro Pro Thr Ala Ser Pro Ala Lys Glu 
465 470 475 480 



Thr Ser Phe 



<210> 25 
<211> 3270 
<212> DNA 

<213> Homo sapiens 
<400> 25 

cggggctctg cgtcagctgt gtcattatcc 
agcggcgaga gggcagcaag tgcggagcca 
cccaggcccc gacaggagga aggacccgcg 
cccccgcttc cctcggcggc gccggaagcc 
agccttatct ctgcaccctg agggccccgg 



gatgagtgtc tgtccccctt tgcgaatgtg 60 
gagacggacg cggaacgggc gtgtcctaag 120 
ctctgcggcc tcccggggac cccgcagcgc 180 
gccggctggt cccctccccg cggcgcctgt 240 
gaggaggcgc gggcgcgccg ggagggaccg 300 
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gcggcggcat gggccggggg 
tgctgctgct cggcctggcc 
tctgtgccac ttgccatgaa 
tttgcaacta tggatttgta 
agtttggagc cactcttgtc 
tctattgcat ttgcctggaa 
acgatggcac cttttgtaca 
gagggcgatg cgtgaacact 
caaggaatgg acctgaacct 
actgtggtac ccctcctgag 
tgggcagcca ggttcgttat 
tttcaagctg cacaggcctg 
actgtggcaa ccctccagaa 
tgggcggtgt ggctcgctat 
cttctgtttg cacagagaaa 
tgacaaagat taatgatgta 
caagaagaat aaaccccaag 
ctatggaatc agttcgtgag 
tgtgcctagc cctgtaccca 
ggcgctcgat gccagccgtc 
atggaagttt caatatttca 
ggaaagttgg atcagaacac 
ctaacttttc tcatgcaaca 
gtttggatct gtaccctacg 
agcggcactc agtgcaaata 
acatttcagg atttaatgaa 
aggagatgta tttattccac 
aaatgacctt taatatcagt 
cgggtaccaa ctacaatgtc 
ccctgacaac ccagataaca 
gaggacctct accacgcctc 
catatcaggt gttagtgctt 
gcgcttcctc cttctttagc 
tggccaaaga tgttccagat 
gggaatatta taatgcaccc 
caagtgaatg gaataaggtg 
cgtcactcat gctgctgcag 
ttctcacatt cctctccttc 
gcactgctgc tgggcaggtg 
gacttccgtc cagggagcat 
cctggattta agatggtggc 
ctgagtcttc cctgctacag 
ctgtgatatt gaccgaaggc 
gtgatgcctg agggtcagct 
atataaaagc atttctgtta 
ggcttaagtt tgggctagag 
acgtaggcaa atgtttcaag 
ctaatgagaa aatatactag 
agcattgctt tgatgcaatt 
gtaaaaatat cccgtaatta 



ccctgggatg cgggcccgtc 
cgcggcgccg cgggagcgcc 
catgccacat gccagcaaag 
gggaacggga ggactcagtg 
tgtgggaacc acacatcttg 
ggatatcgag ccacaaacaa 
gacatagatg agtgtgaagt 
catgggagct ttgaatgcta 
ttccacccga ccaccgatgc 
gttccagatg gctatatcat 
gcttgcagag aaggattctt 
ggcacatggg agtccccaaa 
atgcggcacg ccatcttggt 
gtctgtcaag agggctttga 
ggcacctgga gagaaagtac 
tcactgttta atgatacctg 
atctcatatg tgatatccat 
gagacagtca acttgaccac 
ggcaccaact acaccgtgaa 
atcggtttcc agacagctga 
atatttaatg aaacttgttt 
atgtaccaat ttaccgttct 
tcgtttaact tcacaacgag 
actgattata cggtgaatgt 
acaatagcaa ctcccccagc 
acctgcttga gatggagaag 
atttggggcc agagatggta 
agcagcagcc gagatcccga 
agtctccggg ctctgtcttc 
gagcctcccc tcccggaagt 
agactgagga aagccaagga 
cccctggccc tccaaagcac 
aacgcctctg atgctgatgg 
gatgccatgg agatacctat 
ttgaaaagag ggagtgatta 
agaagacact cctgtgcagt 
atggcgggtg ttggactggg 
tcagcggtgt gatggcagat 
ttctggcagc ttctcaggtg 
gtgggcctgc aactttctcc 
tatccctgag gagtcaccat 
gaccagttct gtgcaatgaa 
tacatacaga tctgtgaatc 
cctctagaca ttgactgcaa 
attcattcag aatccattct 
tttgacttta tgaaggaggt 
cactttagaa acagtacttt 
cctggccatg ccaataagtt 
tctattgtcc tatatattca 
agaaaaaaaa 



tcgccgcctg ctgccgctgt 360 
gggccccgac ggtttagacg 420 
agaagggaag aagatctgta 480 
tgttgataaa aatgagtgcc 540 
ccacaacacc cccgggggct 600 
caacaagaca ttcattccca 660 
ttctggcctg tgcaggcatg 720 
ctgtatggat ggatacttgc 780 
cacatcatgc acagaaatag 840 
aggaaattat acgtctagtc 900 
cagtgttcca gaagatacag 960 
attacattgc caagagatca 102 0 
aggaaatcac agctccaggc 1080 
gagccctgga ggaaagatca 1140 
tttaacatgc acagaaattc 1200 
tgtgagatgg caaataaact 1260 
aaaaggacaa cggttggacc 132 0 
agacagcagg accccagaag 1380 
catctccaca gcacctccca 1440 
agttgatctc ttagaagatg 1500 
gaaattgaac aggcgttcta 1560 
gggtcagagg tggtatctgg 162 0 
ggaacaagtg cctgtagtgt 1680 
gaccctgctg agatctccta 1740 
agtaaaacag accatcagta 1800 
catcaagaca gctgatatgg 1860 
tcagaaggaa tttgcccagg 192 0 
ggtgtgcttg gacctacgtc 1980 
ggaacttcct gtggtcatct 2040 
agaatttttt acggtgcaca 2100 
gaaaaatgga ccaatcagtt 2160 
attttcttgt gattctgaag 2220 
atacgtggct gcagaactac 2280 
aggagacagg ctgtactatg 2340 
ctgcattata ttacgaatca 2400 
ttgggctcag gtgaaagatt 2460 
ttccctggct gttgtgatca 2520 
ggacactgag tggggaggat 2580 
cccgcacaga ggctccgtgt 2 64 0 
attcccagct ggtccccatt 2700 
aaggagaaaa ctcaggaatt 2760 
cttgagactc ctgatgtaca 2820 
ttggctggga cttcctctga 2880 
gagaatctct gcaacctcct 2940 
ttacaatatg cagtgagatg 3000 
cattgaaaaa gagaacagtg 3060 
tcctataatt agttgatata 3120 
tcctgctgtg tctgttaggc 3180 
aaagtaatgt ctacattcca 3240 

3270 



<210> 26 

<211> 747 

<212> PRT 

<213> Homo sapiens 
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<400> 26 

Met Gly Arg Gly Pro Trp Asp Ala Gly Pro Ser Arg Arg Leu Leu Pro 
15 10 15 

Leu Leu Leu Leu Leu Gly Leu Ala Arg Gly Ala Ala Gly Ala Pro Gly 
20 25 30 

Pro Asp Gly Leu Asp Val Cys Ala Thr Cys His Glu His Ala Thr Cys 
35 40 45 

Gin Gin Arg Glu Gly Lys Lys lie Cys He Cys Asn Tyr Gly Phe Val 
50 55 60 

Gly Asn Gly Arg Thr Gin Cys Val Asp Lys Asn Glu Cys Gin Phe Gly 
65 70 75 80 

Ala Thr Leu Val Cys Gly Asn His Thr Ser Cys His Asn Thr Pro Gly 
85 90 95 

Gly Phe Tyr Cys He Cys Leu Glu Gly Tyr Arg Ala Thr Asn Asn Asn 
100 105 HO 

Lys Thr Phe He Pro Asn Asp Gly Thr Phe Cys Thr Asp He Asp Glu 
115 120 125 

Cys Glu Val Ser Gly Leu Cys Arg His Gly Gly Arg Cys Val Asn Thr 
130 135 140 

His Gly Ser Phe Glu Cys Tyr Cys Met Asp Gly Tyr Leu Pro Arg Asn 
145 150 155 160 

Gly Pro Glu Pro Phe His Pro Thr Thr Asp Ala Thr Ser Cys Thr Glu 
165 170 175 

He Asp Cys Gly Thr Pro Pro Glu Val Pro Asp Gly Tyr He He Gly 
180 185 190 

Asn Tyr Thr Ser Ser Leu Gly Ser Gin Val Arg Tyr Ala Cys Arg Glu 
195 200 205 

Gly Phe Phe Ser Val Pro Glu Asp Thr Val Ser Ser Cys Thr Gly Leu 
210 215 220 

Gly Thr Trp Glu Ser Pro Lys Leu His Cys Gin Glu He Asn Cys Gly 
225 230 235 240 

Asn Pro Pro Glu Met Arg His Ala He Leu Val Gly Asn His Ser Ser 
245 250 255 

Arg Leu Gly Gly Val Ala Arg Tyr Val Cys Gin Glu Gly Phe Glu Ser 
260 265 270 

Pro Gly Gly Lys He Thr Ser Val Cys Thr Glu Lys Gly Thr Trp Arg 
275 280 285 

Glu Ser Thr Leu Thr Cys Thr Glu lie Leu Thr Lys He Asn Asp Val 
290 295 300 
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Ser Leu Phe Asn Asp Thr Cys Val Arg Trp Gin lie Asn Ser Arg Arg 
305 310 315 320 



lie Asn Pro Lys He Ser Tyr Val He Ser He Lys Gly Gin Arg Leu 
325 330 335 

Asp Pro Met Glu Ser Val Arg Glu Glu Thr Val Asn Leu Thr Thr Asp 
340 345 350 

Ser Arg Thr Pro Glu Val Cys Leu Ala Leu Tyr Pro Gly Thr Asn Tyr 
355 360 365 

Thr Val Asn He Ser Thr Ala Pro Pro Arg Arg Ser Met Pro Ala Val 
370 375 380 

He Gly Phe Gin Thr Ala Glu Val Asp Leu Leu Glu Asp Asp Gly Ser 
385 390 395 400 

Phe Asn He Ser He Phe Asn Glu Thr Cys Leu Lys Leu Asn Arg Arg 
405 410 415 

Ser Arg Lys Val Gly Ser Glu His Met Tyr Gin Phe Thr Val Leu Gly 
420 425 430 

Gin Arg Trp Tyr Leu Ala Asn Phe Ser His Ala Thr Ser Phe Asn Phe 
435 440 445 

Thr Thr Arg Glu Gin Val Pro Val Val Cys Leu Asp Leu Tyr Pro Thr 
450 455 460 

Thr Asp Tyr Thr Val Asn Val Thr Leu Leu Arg Ser Pro Lys Arg His 
465 470 475 480 

Ser Val. Gin He Thr He Ala Thr Pro Pro Ala Val Lys Gin Thr He 
485 490 495 

Ser Asn He Ser Gly Phe Asn Glu Thr Cys Leu Arg Trp Arg Ser He 
500 505 510 

Lys Thr Ala Asp Met Glu Glu Met Tyr Leu Phe His lie Trp Gly Gin 
515 520 525 

Arg Trp Tyr Gin Lys Glu Phe Ala Gin Glu Met Thr Phe Asn He Ser 
530 535 540 

Ser Ser Ser Arg Asp Pro Glu Val Cys Leu Asp Leu Arg Pro Gly Thr 
545 550 555 560 

Asn Tyr Asn Val Ser Leu Arg Ala Leu Ser Ser Glu Leu Pro Val Val 
565 570 575 

He Ser Leu Thr Thr Gin He Thr Glu Pro Pro Leu Pro Glu Val Glu 
580 585 590 

Phe Phe Thr Val His Arg Gly Pro Leu Pro Arg Leu Arg Leu Arg Lys 
595 600 605 
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Ala Lys Glu Lys Asn Gly Pro lie Ser Ser Tyr Gin Val 
610 615 620 



Leu Val Leu 



Pro Leu Ala Leu Gin Ser Thr Phe 
625 630 

Ser Phe Phe Ser Asn Ala Ser Asp 
645 

Leu Leu Ala Lys Asp Val Pro Asp 
660 

Asp Arg Leu Tyr Tyr Gly Glu Tyr 
675 680 

Ser Asp Tyr Cys lie lie Leu Arg 
690 695 

Arg Arg His Ser Cys Ala Val Trp 
705 . 710 

Met Leu Leu Gin Met Ala Gly Val 
725 

lie lie Leu Thr Phe Leu Ser Phe 
740 



Ser Cys Asp Ser Glu Gly Ala Ser 
635 640 

Ala Asp Gly Tyr Val Ala Ala Glu 
650 655 

Asp Ala Met Glu He Pro He Gly 
665 670 

Tyr Asn Ala Pro Leu Lys Arg Gly 
685 

He Thr Ser Glu Trp Asn Lys Val 
700 

Ala Gin Val Lys Asp Ser Ser Leu 
715 720 

Gly Leu Gly Ser Leu Ala Val Val 
730 735 

Ser Ala Val 
745 



<210> 27 

<211> 2507 

<212> DNA 

<213> Homo sapiens 

<400> 27 

cggggctctg cgtcagctgt gtcattatcc gatgagtgtc tgtccccctt tgcgaatgtg 60 
agcggcgaga gggcagcaag tgcggagcca gagacggacg cggaacgggc gtgtcctaag 120 
cccaggcccc gacaggagga aggacccgcg ctctgcggcc tcccggggac cccgcagcgc 180 
cccccgcttc cctcggcggc gccggaagcc gccggctggt cccctccccg cggcgcctgt 240 
agccttatct ctgcaccctg agggccccgg gaggaggcgc gggcgcgccg ggagggaccg 300 
gcggcggcat gggccggggg ccctgggatg cgggcccgtc tcgccgcctg ctgccgctgt 360 
tgctgctgct cggcctggcc cgcggcgccg cgggagcgcc gggccccgac ggtttagacg 420 
tctgtgccac ttgccatgaa catgccacat gccagcaaag agaagggaag aagatctgta 480 
tttgcaacta tggatttgta gggaacggga ggactcagtg tgttgataaa aatgagtgcc 540 
agtttggagc cactcttgtc tgtgggaacc acacatcttg ccacaacacc cccgggggct 600 
tctattgcat ttgcctggaa ggatatcgag ccacaaacaa caacaagaca ttcattccca 660 
acgatggcac cttttgtaca gacatagatg agtgtgaagt ttctggcctg tgcaggcatg 720 
gagggcgatg cgtgaacact catgggagct ttgaatgcta ctgtatggat ggatacttgc 780 
caaggaatgg acctgaacct ttccacccga ccaccgatgc cacatcatgc acagaaatag 840 
actgtggtac ccctcctgag gttccagatg gctatatcat aggaaattat acgtctagtc 900 
tgggcagcca ggttcgttat gcttgcagag aaggattctt cagtgttcca gaagatacag 960 
tttcaagctg cacaggcctg ggcacatggg agtccccaaa attacattgc caagagatca 1020 
actgtggcaa ccctccagaa atgcggcacg ccatcttggt aggaaatcac agctccaggc 1080 
tgggcggtgt ggctcgctat gtctgtcaag agggctttga gagccctgga ggaaagatca 1140 
cttctgtttg cacagagaaa ggcacctgga gagaaagtac tttaacatgc acagaaattc 1200 
tgacaaagat taatgatgta tcactgttta atgatacctg tgtgagatgg caaataaact 1260 
caagaagaat aaaccccaag atctcatatg tgatatccat aaaaggacaa cggttggacc 1320 
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ctatggaatc agttcgtgag gagacagtca acttgaccac agacagcagg accccagaag 13 80 
tgtgcctagc cctgtaccca ggcaccaact acaccgtgaa catctccaca gcacctccca 1440 
ggcgctcgat gccagccgtc atcggtttcc agacagctga agttgatctc ttagaagatg 1500 
atggaagttt caatatttca atatttaatg aaacttgttt gaaattgaac aggcgttcta 1560 
ggaaagttgg atcagaacac atgtaccaat ttaccgttct gggtcagagg tggtatctgg 1620 
ctaacttttc tcatgcaaca tcgtttaact tcacaacgag ggaacaagtg cctgtagtgt 1680 
gtttggatct gtaccctacg actgattata cggtgaatgt gaccctgctg agatctccta 1740 
agcggcactc agtgcaaata acaatagcaa ctcccccagc agtaaaacag accatcagta 1800 
acatttcagg atttaatgaa acctgcttga gatggagaag catcaagaca gctgatatgg 1860 
aggagatgta tttattccac atttggggcc agagatggta tcagaaggaa tttgcccagg 1920 
aaatgacctt taatatcagt agcagcagcc gagatcccga ggtgtgcttg gacctacgtc 1980 
cgggtaccaa ctacaatgtc agtctccggg ctctgtcttc ggaacttcct gtggtcatct 2040 
ccctgacaac ccagataaca gagcctcccc tcccggaagt agaatttttt acggtgcaca 2100 
gaggacctct accacgcctc agactgagga aagccaagga gaaaaatgga ccaatcagca 2160 
acgcctctga tgctgatgga tacgtggctg cagaactact ggccaaagat gttccagatg 2220 
atgccatgga gatacctata ggagacaggc tgtactatgg ggaatattat aatgcaccct 2280 
tgaaaagagg gagtgattac tgcattatat tacgaatcac aagtgaatgg aataaggtga 2340 
gaagacactc ctgtgcagtt tgggctcagg tgaaagattc gtcactcatg ctgctgcaga 2400 
tggcgggtgt tggactgggt tccctggctg ttgtgatcat tctcacattc ctctccttct 2460 
cagcggtgtg atggcagatg gacactgagt ggggaggatg cactgct 2507 



<210> 28 
<211> 720 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Met Gly Arg Gly Pro Trp Asp Ala Gly Pro Ser Arg Arg Leu Leu Pro 
15 10 15 

Leu Leu Leu Leu Leu Gly Leu Ala Arg Gly Ala Ala Gly Ala Pro Gly 
20 25 30 

Pro Asp Gly Leu Asp Val Cys Ala Thr Cys His Glu His Ala Thr Cys 
35 40 45 

Gin Gin Arg Glu Gly Lys Lys He Cys He Cys Asn Tyr Gly Phe Val 
50 55 60 

Gly Asn Gly Arg Thr Gin Cys Val Asp Lys Asn Glu Cys Gin Phe Gly 
65 70 75 80 

Ala Thr Leu Val Cys Gly Asn His Thr Ser Cys His Asn Thr Pro Gly 
85 90 95 

Gly Phe Tyr Cys He Cys Leu Glu Gly Tyr Arg Ala Thr Asn Asn Asn 
100 105 110 

Lys Thr Phe He Pro Asn Asp Gly Thr Phe Cys Thr Asp He Asp Glu 
115 120 125 

Cys Glu Val Ser Gly Leu Cys Arg His Gly Gly Arg Cys Val Asn Thr 
130 135 140 

His Gly Ser Phe Glu Cys Tyr Cys Met Asp Gly Tyr Leu Pro Arg Asn 
145 " 150 155 160 
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Gly Pro Glu Pro Phe His Pro Thr Thr Asp Ala Thr Ser Cys Thr Glu 
165 170 175 



lie Asp Cys Gly Thr Pro Pro Glu Val Pro Asp Gly Tyr lie lie Gly 
180 185 190 

Asn Tyr Thr Ser Ser Leu Gly Ser Gin Val Arg Tyr Ala Cys Arg Glu 
195. 200 205 

Gly Phe Phe Ser Val Pro Glu Asp Thr Val Ser Ser Cys Thr Gly Leu 
210 215 220 

Gly Thr Trp Glu Ser Pro Lys Leu His Cys Gin Glu lie Asn Cys Gly 
225 230 235 240 

Asn Pro Pro Glu Met Arg His Ala lie Leu Val Gly Asn His Ser Ser 
245 250 255 

Arg Leu Gly Gly Val Ala Arg Tyr Val Cys Gin Glu Gly Phe Glu Ser 
260 265 270 

Pro Gly Gly Lys lie Thr Ser Val Cys Thr Glu Lys Gly Thr Trp Arg 
275 280 285 

Glu Ser Thr Leu Thr Cys Thr Glu lie Leu Thr Lys lie Asn Asp Val 
290 295 300 

Ser Leu Phe Asn Asp Thr Cys Val Arg Trp Gin lie Asn Ser Arg Arg 
305 310 315 320 

lie Asn Pro Lys lie Ser Tyr Val lie Ser lie Lys Gly Gin Arg Leu 
325 330 335 

Asp Pro Met Glu Ser Val Arg Glu Glu Thr Val Asn Leu Thr Thr Asp 
340 345 350 

Ser Arg Thr Pro Glu Val Cys Leu Ala Leu Tyr Pro Gly Thr Asn Tyr 
355 360 365 

Thr Val Asn lie Ser Thr Ala Pro Pro Arg Arg Ser Met Pro Ala Val 
370 375 380 

lie Gly Phe Gin Thr Ala Glu Val Asp Leu Leu Glu Asp Asp Gly Ser 
385 390 395 400 

Phe Asn lie Ser lie Phe Asn Glu Thr Cys Leu Lys Leu Asn Arg Arg 
405 410 415 

Ser Arg Lys Val Gly Ser Glu His Met Tyr Gin Phe Thr Val Leu Gly 
420 425 430 

Gin Arg Trp Tyr Leu Ala Asn Phe Ser His Ala Thr Ser Phe Asn Phe 
435 440 445 

Thr Thr Arg Glu Gin Val Pro Val Val Cys Leu Asp Leu Tyr Pro Thr 
450 455 460 



47 



Thr Asp Tyr Thr Val Asn Val Thr Leu Leu Arg Ser Pro Lys Arg His 
465 470 475 480 

Ser Val Gin lie Thr lie Ala Thr Pro Pro Ala Val Lys Gin Thr He 
485 490 495 

Ser Asn He Ser Gly Phe Asn Glu Thr Cys Leu Arg Trp Arg Ser He 
500 505 510 

Lys Thr Ala Asp Met Glu Glu Met Tyr Leu Phe His He Trp Gly Gin 
515 520 525 

Arg Trp Tyr Gin Lys Glu Phe Ala Gin Glu Met Thr Phe Asn He Ser 
530 535 540 

Ser Ser Ser Arg Asp Pro Glu Val Cys Leu Asp Leu Arg Pro Gly Thr 
545 550 555 560 

Asn Tyr Asn Val Ser Leu Arg Ala Leu Ser Ser Glu Leu Pro Val Val 
565 570 575 

He Ser Leu Thr Thr Gin He Thr Glu Pro Pro Leu Pro Glu Val Glu 
580 585 590 

Phe Phe Thr Val His Arg Gly Pro Leu Pro Arg Leu Arg Leu Arg Lys 
595 600 605 

Ala Lys Glu Lys Asn Gly Pro He Ser Asn Ala Ser Asp Ala Asp Gly 
610 615 620 

Tyr Val Ala Ala Glu Leu Leu Ala Lys Asp Val Pro Asp Asp Ala Met 
625 630 635 640 

Glu He Pro He Gly Asp Arg Leu Tyr Tyr Gly Glu Tyr Tyr Asn Ala 
645 650 655 

Pro Leu Lys Arg Gly Ser Asp Tyr Cys He He Leu Arg He Thr Ser 
660 665 670 

Glu Trp Asn Lys Val Arg Arg His Ser Cys Ala Val Trp Ala Gin Val 
675 680 685 

Lys Asp Ser Ser Leu Met Leu Leu Gin Met Ala Gly Val Gly Leu Gly 
690 695 700 

Ser Leu Ala Val Val He He Leu Thr Phe Leu Ser Phe Ser Ala Val 
705 710 715 720 



<210> 29 
<211> 861 
<212> DNA 

<213> Homo sapiens 
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<400> 29 

caggttacac ttcgtaagaa ctggaatgta aagtaaaggc agacaatgac aaaatatctt 60 

gttttctttt cagctttatt cacagtgaca gtccctaagc acctgtacat aataaagcac 120 

cccagcaatg tgaccctgga atgcaacttt gacactggta gtcatgtgaa ccttggagca 180 

ataacagtca gtttgcaaaa ggtggaaaat gatacatccc cacaccgtga aagagccact 240 

ttgctggagg agcagctgcc cctagggaag gcctcgttcc acatacctca agtccaagtg 300 

agggacgaag gacagtacca atgcataatc atctatgggg tcgcctggga ctacaagtac 360 

ctgactctga aagtcaaagg tgcttcctac aggaaaataa acactcacat cctaaaggtt 42 0 

ccagaaacag atgaggtaga gctcacctgc caggctacag gttatcctct ggcagaagta 480 

tcctggccaa acgtcagcgt tcctgccaac accagccact ccaggacccc tgaaggcctc 540 

taccaggtca ccagtgttct gcgcctaaag ccaccccctg gcagaaactt cagctgtgtg 600 

ttctggaata ctcacgtgag ggaacttact ttggccagca ttgaccttca aagtaagatg 660 

gaacccagga cccatccaac ttggctgctt cacattttca tccccttctg catcattgct 720 

ttcattttca tagccacagt gatagcccta agaaaacaac tctgtcaaaa gctgtattct 780 

tcaaaaggta agtgagtttt attcatggta acccaatgca ctgggtgtct gcagcatgag 840 

ccactgcttt gcactgcagg c 861 



<210> 30 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Thr Lys Tyr Leu Val Phe Phe Ser Ala Leu Phe Thr Val Thr Val 
15 10 15 

Pro Lys His Leu Tyr He He Lys His Pro Ser Asn Val Thr Leu Glu 
20 25 30 

Cys Asn Phe Asp Thr Gly Ser His Val Asn Leu Gly Ala He Thr Val 
35 40 45 

Ser Leu Gin Lys Val Glu Asn Asp Thr Ser Pro His Arg Glu Arg Ala 
50 55 60 

Thr Leu Leu Glu Glu Gin Leu Pro Leu Gly Lys Ala Ser Phe His He 
65 70 75 80 

Pro Gin Val Gin Val Arg Asp Glu Gly Gin Tyr Gin Cys He He He 
85 90 95 

Tyr Gly Val Ala Trp Asp Tyr Lys Tyr Leu Thr Leu Lys Val Lys Gly 
100 ' 105 110 

Ala Ser Tyr Arg Lys He Asn Thr His He Leu Lys Val Pro Glu Thr 
115 120 125 

Asp Glu Val Glu Leu Thr Cys Gin Ala Thr Gly Tyr Pro Leu Ala Glu 
130 135 140 

Val Ser Trp Pro Asn Val Ser Val Pro Ala Asn Thr Ser His Ser Arg 
145 " 150 155 160 

Thr Pro Glu Gly Leu Tyr Gin Val Thr Ser Val Leu Arg Leu Lys Pro 
165 170 175 
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Pro Pro Gly Arg Asn Phe Ser Cys 
180 

Glu Leu Thr Leu Ala Ser lie Asp 
195 200 

Thr His Pro Thr Trp Leu Leu His 
210 215 

Ala Phe lie Phe lie Ala Thr Val 
225 230 

Gin Lys Leu Tyr Ser Ser Lys Gly 
245 



Val Phe Trp Asn Thr His Val Arg 
185 190 

Leu Gin Ser Lys Met Glu Pro Arg 
205 

lie Phe lie Pro Phe Cys lie lie 
220 

lie Ala Leu Arg Lys Gin Leu Cys 
235 240 

Lys 



<210> 31 

<211> 660 

<212> DNA 

<213> Homo sapiens 

<400> 31 

agctgtggca agtcctcata 
ctggaattgc agcttcacca 
tacataatag agcatggcag 
gtgaaccttg gagcaataac 
cgtgaaagag ccactttgct 
cctcaagtcc aagtgaggga 
tgggactaca agtacctgac 
acttggctgc ttcacatttt 
gtgatagccc taagaaaaca 
agacctgtca ccacaacaaa 
agccagggtg acctgatatg 



tcaaatacag aacatgatct 
gatagcagct ttattcacag 
caatgtgacc ctggaatgca 
aaccagtttg caaaaggtgg 
ggaggagcag ctgcccctag 
cgaaggacag taccaatgca 
tctgaaagtc aaaggtcaga 
catcccctcc tgcatcattg 
actctgtcaa aagctgtatt 
gagggaagtg aacagtgcta 
acatttaaag aagcttctgg 



tcctcctgct aatgttgagc 60 
tgacagtccc taaggaactg 120 
actttgacac tggaagtcat 180 
aaaatgatac atccccacac 240 
ggaaggcctc gttccacata 300 
taatcatcta tggggtcgcc 360 
tggaacccag gacccatcca 420 
ctttcatttt catagccaca 480 
cttcaaaaga cacaacaaaa 540 
tctgaacctg tggtcttggg 600 
actctgaaca agaattcggt 660 



<210> 32 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met lie Phe Leu Leu Leu Met Leu Ser Leu Glu Leu Gin Leu His Gin 
15 10 15 

He Ala Ala Leu Phe Thr Val Thr Val Pro Lys Glu Leu Tyr He He 
20 25 30 

Glu His Gly Ser Asn Val Thr Leu Glu Cys Asn Phe Asp Thr Gly Ser 
35 40 45 

His Val Asn Leu Gly Ala He Thr Thr Ser Leu Gin Lys Val Glu Asn 
50 55 60 

Asp Thr Ser Pro His Arg Glu Arg Ala Thr Leu Leu Glu Glu Gin Leu 
65 70 75 80 
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Pro Leu Gly Lys Ala Ser Phe His lie Pro Gin Val Gin Val Arg Asp 
85 90 95 



Glu Gly Gin Tyr Gin Cys lie He He Tyr Gly Val Ala Trp Asp Tyr 
100 105 110 

Lys Tyr Leu Thr Leu Lys Val Lys Gly Gin Met Glu Pro Arg Thr His 
115 120 125 

Pro Thr Trp Leu Leu His He Phe He Pro Ser Cys He He Ala Phe 
130 135 140 

He Phe He Ala Thr Val He Ala Leu Arg Lys Gin Leu Cys Gin Lys 
145 150 155 160 

Leu Tyr Ser Ser Lys Asp Thr Thr Lys Arg Pro Val Thr Thr Thr Lys 
165 170 175 

Arg Glu Val Asn Ser Ala He 
180 



<210> 33 

<211> 1115 

<212> DNA 

<213> Homo sapiens 



<400> 33 

aacctgctct 

ggcgatgcag 

ctgacctcag 

gctatggctg 

gacatggagc 

gggatggaca 

gaccacgtgg 

aggacatact 

caggtggcag 

gatggagtca 

agagacttca 

aggctctggg 

tgctccatct 

tggaatgtat 

ttagaacttc 

caaaatgctt 

accccatcac 

acatttatgg 

ctcacaaata 



gaggggtggg 
tcattccctc 
gcaatgggaa 
ggggacacgt 
tgaggtggta 
tggatggaga 
ccaggggcaa 
gctgccgctt 
gtaagtcagg 
gggcggagtg 
ggggccaggc 
ctgtggcatc 
ccagccccct 
cccccaagga 
aacagatgac 
tttcctcaaa 
ctgctaggat 
ggcacctccc 
tatacaatta 



gagaaagacc 
actgtccgtg 
agctgacttt 
ggagttacag 
caggtgccag 
gcaaaagtgg 
ggccatggtg 
caaggatggt 
gctgggcaga 
cacatcagca 
taggcctgct 
cagcttgacg 
cctccctgaa 
caaggggggc 
tggggggcag 
cctgaaagtg 
gagcagagcg 
tatgcaccag 
ttacgtgtta 



ccatcacctg 
ctccgctcat 
gatgtcactg 
tgccagctgt 
ccctccctag 
cagtacagag 
aggagtcaca 
gtaaagttcg 
gagcccagaa 
ggctgtttcc 
gtgaccaatc 
ctctgggaca 
aggtcagttt 
ttattagagt 
gggatacaaa 
taaaacctgc 
tggggcgatg 
acaggaagga 
attaa 



ctaggatgag 
tcattcatct 
ggcctcatgc 
tccccaatat 
ctgtgcacat 
gaaggaccac 
gggtcaccac 
gcgaggccac 
tccaggtgac 
ccaagtcctg 
tatcagcctc 
gggctgtgga 
caggcatcca 
cacactctga 
atggaaccca 
tctgaggggt 
cagtcattcc 
aggaattaca 



cagagcgtgg 
ccttgaactc 
ccctattctg 
cagtgccgag 
gcatgagaga 
cttcatgagt 
ctttgacaac 
tgtgcaggtg 
agaccagcag 
ggtggaacgg 
agccaccacc 
gggtctctcc 
ctgggggtca 
ggtcctgggg 
taacaattct 
ggggagaaag 
ctcactgaag 
gaaacaaaac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1115 



<210> 34 
<211> 295 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Met Ser Arg Ala Trp Gly Asp Ala Val He Pro Ser Leu Ser Val Leu 
15 10 15 
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Arg Ser Phe lie His Leu Leu Glu Leu Leu Thr Ser Gly Asn Gly Lys 
20 25 30 

Ala Asp Phe Asp Val Thr Gly Pro His Ala Pro He Leu Ala Met Ala 
35 40 45 

Gly Gly His Val Glu Leu Gin Cys Gin Leu Phe Pro Asn He Ser Ala 
50 55 60 

Glu Asp Met Glu Leu Arg Trp Tyr Arg Cys Gin Pro Ser Leu Ala Val 
65 70 75 80 

His Met His Glu Arg Gly Met Asp Met Asp Gly Glu Gin Lys Trp Gin 
85 90 95 

Tyr Arg Gly Arg Thr Thr Phe Met Ser Asp His Val Ala Arg Gly Lys 
100 105 110 

Ala Met Val Arg Ser His Arg Val Thr Thr Phe Asp Asn Arg Thr Tyr 
115 120 125 

Cys Cys Arg Phe Lys Asp Gly Val Lys Phe Gly Glu Ala Thr Val Gin 
130 135 140 

Val Gin Val Ala Gly Lys Ser Gly Leu Gly Arg Glu Pro Arg He Gin 
145 150 155 160 

Val Thr Asp Gin Gin Asp Gly Val Arg Ala Glu Cys Thr Ser Ala Gly 
165 170 175 

Cys Phe Pro Lys Ser Trp Val Glu Arg Arg Asp Phe Arg Gly Gin Ala 
180 185 190 

Arg Pro Ala Val Thr Asn Leu Ser Ala Ser Ala Thr Thr Arg Leu Trp 
195 200 205 

Ala Val Ala Ser Ser Leu Thr Leu Trp Asp Arg Ala Val Glu Gly Leu 
210 215 220 

Ser Cys Ser He Ser Ser Pro Leu Leu Pro Glu Arg Ser Val Ser Gly 
225 230 235 240 

He His Trp Gly Ser Trp Asn Val Ser Pro Lys Asp Lys Gly Gly Leu 
245 250 255 

Leu Glu Ser His Ser Glu Val Leu Gly Leu Glu Leu Gin Gin Met Thr 
260 265 270 

Gly Gly Gin Gly He Gin Asn Gly Thr His Asn Asn Ser Gin Asn Ala 
275 280 285 

Phe Ser Ser Asn Leu Lys Val 
290 295 



<210> 35 
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<211> 961 
<212> PRT 
<213> Mus musculus 



<400> 35 

Met Gly Ala Ala Ala Val Arg Trp His Leu Ser Leu Leu Leu Ala Leu 
1 5 10 15 

Gly Ala Arg Gly Gin Leu Val Gly Gly Ser Gly Leu Pro Gly Ala Val 
20 25 30 

Asp Val Asp Glu Cys Ser Glu Gly Thr Asp Asp Cys His lie Asp Ala 
35 40 45 

lie Cys Gin Asn Thr Pro Lys Ser Tyr Lys Cys Leu Cys Lys Pro Gly 
50 55 60 

Tyr Lys Gly Glu Gly Arg Gin Cys Glu Asp lie Asp Glu Cys Glu Asn 
65 ' 70 75 80 

Asp Tyr Tyr Asn Gly Gly Cys Val His Asp Cys lie Asn lie Pro Gly 
85 90 95 

Asn Tyr Arg Cys Thr Cys Phe Asp Gly Phe Met Leu Ala His Asp Gly 
100 105 110 

His Asn Cys Leu Asp Val Asp Glu Cys Gin Asp Asn Asn Gly Gly Cys 
115 120 125 

Gin Gin He Cys Val Asn Ala Met Gly Ser Tyr Glu Cys Gin Cys His 
130 135 140 

Ser Gly Phe Phe Leu Ser Asp Asn Gin His Thr Cys He His Arg Ser 
145 150 155 160 

Asn Glu Gly Met Asn Cys Met Asn Lys Asp His Gly Cys Ala His He 
165 170 175 

Cys Arg Glu Thr Pro Lys Gly Gly Val Ala Cys Asp Cys Arg Pro Gly 
180 185 190 

Phe Asp Leu Ala Gin Asn Gin Lys Asp Cys Thr Leu Thr Cys Asn Tyr 
195 200 205 

Gly Asn Gly Gly Cys Gin His Ser Cys Glu Asp Thr Asp Thr Gly Pro 
210 215 220 

Met Cys Gly Cys His Gin Lys Tyr Ala Leu His Ala Asp Gly Arg Thr 
225 " 230 235 240 

Cys He Glu Thr Cys Ala Val Asn Asn Gly Gly Cys Asp Arg Thr Cys 
245 250 255 

Lys Asp Thr Ala Thr Gly Val Arg Cys Ser Cys Pro Val Gly Phe Thr 
260 265 270 

Leu Gin Pro Asp Gly Lys Thr Cys Lys Asp He Asn Glu Cys Leu Met 
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275 280 285 

Asn Asn Gly Gly Cys Asp His Phe Cys Arg Asn Thr Val Gly Ser Phe 
290 295 300 

Glu Cys Gly Cys Gin Lys Gly His Lys Leu Leu Thr Asp Glu Arg Thr 
305 310 315 320 

Cys Gin Asp He Asp Glu Cys Ser Phe Glu Arg Thr Cys Asp His He 
325 330 335 

Cys lie Asn Ser Pro Gly Ser Phe Gin Cys Leu Cys Arg Arg Gly Tyr 
340 345 350 

Thr Leu Tyr Gly Thr Thr His Cys Gly Asp Val Asp Glu Cys Ser Met 
355 360 365 

Asn Asn Gly Ser Cys Glu Gin Gly Cys Val Asn Thr Arg Gly Ser Tyr 
370 375 380 

Glu Cys Val Cys Pro Pro Gly Arg Arg Leu His Trp Asn Gin Lys Asp 
385 390 395 400 

Cys Val Glu Met Asn Gly Cys Leu Ser Arg Ser Lys Ala Ser Ala Gin 
405 410 415 

Ala Gin Leu Ser Cys Gly Lys Val Gly Gly Val Glu Asn Cys Phe Leu 
420 425 430 

Ser Cys Leu Gly His Ser Leu Phe Met Pro Asp Ser Glu Ser Ser Tyr 
435 440 445 

He Leu Ser Cys Gly Val Pro Gly Leu Gin Gly Lys Thr Leu Pro Lys 
450 455 460 

Arg Asn Gly Thr Ser Ser Ser Thr Gly Pro Gly Cys Ser Asp Ala Pro 
465 470 475 480 

Thr Thr Pro He Arg Gin Lys Ala Arg Phe Lys He Arg Asp Ala Lys 
485 490 495 

Cys His Leu Gin Pro Arg Ser Gin Glu Arg Ala Lys Asp Thr Leu Arg 
500 505 510 

His Pro Leu Leu Asp Asn Cys His Val Thr Phe Val Thr Leu Lys Cys 
515 520 525 

Asp Ser Ser Lys Lys Arg Arg Arg Gly Arg Lys Ser Pro Ser Lys Glu 
530 535 540 

Val Ser His He Thr Ala Glu Phe Glu Val Glu Met Lys Val Asp Glu 
545 550 555 560 

Ala Ser Gly Thr Cys Glu Ala Asp Cys Met Arg Lys Arg Ala Glu Gin 
565 570 575 

Ser Leu Gin Ala Ala He Lys He Leu Arg Lys Ser Thr Gly Arg Asn 
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580 585 590 

Gin Phe Tyr Val Gin Val Leu Gly Thr Glu Tyr Glu Val Ala Gin Arg 
595 600 605 

Pro Ala Lys Ala Leu Glu Gly Thr Gly Thr Cys Gly He Gly Gin He 
610 615 620 

Leu Gin Asp Gly Lys Cys Val Pro Cys Ala Pro Gly Thr Tyr Phe Ser 
625 630 635 640 

Gly Asp Pro Gly Gin Cys Met Pro Cys Val Ser Gly Thr Tyr Gin Asp 
645 650 655 

Met Glu Gly Gin Leu Ser Cys Thr Pro Cys Pro Ser Ser Glu Gly Leu 
660 665 670 

Gly Leu Ala Gly Ala Arg Asn Val Ser Glu Cys Gly Gly Gin Cys Ser 
675 680 685 

Pro Gly Tyr Phe Ser Ala Asp Gly Phe Lys Pro Cys Gin Ala Cys Pro 
690 695 700 

Val Gly Thr Tyr Gin Pro Glu Pro Gly Arg Thr Gly Cys Phe Pro Cys 
705 710 715 720 

Gly Gly Gly Leu Leu Thr Lys His Thr Gly Thr Ala Ser Phe Gin Asp 
725 730 735 

Cys Glu Ala Lys Val His Cys Ser Pro Gly His His Tyr Asn Thr Thr 
740 745 750 

Thr His Arg Cys He Arg Cys Pro Val Gly Thr Tyr Gin Pro Glu Phe 
755 760 765 

Gly Gin Asn His Cys He Ser Cys Pro Gly Asn Thr Ser Thr Asp Phe 
770 775 780 

Asp Gly Ser Thr Asn Val Thr His Cys Lys Asn Gin His Cys Gly Gly 
785 790 795 800 

Glu Leu Gly Asp Tyr Thr Gly Tyr He Glu Ser Pro Asn Tyr Pro Gly 
805 810 815 



Asp Tyr Pro Ala Asn Ala Glu Cys 
820 

Lys Arg Arg He Leu He Val Val 
835 840 

Asp Glu Cys Gly Asp Val Leu Val 
850 855 

Ser Val Thr Thr Tyr Glu Thr Cys 
865 870 

Phe Thr Ser Arg Ser Arg Lys Leu 



Val Trp His He Ala Pro Pro Pro 

825 830 

Pro Glu He Phe Leu Pro He Glu 
845 

Met Arg Lys Ser Ala Ser Pro Thr 
860 

Gin Thr Tyr Glu Arg Pro He Ala 

875 880 

Trp He Gin Phe Lys Ser Asn Glu 
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885 890 895 

Ala Asn Ser Gly Lys Gly Phe Gin Val Pro Tyr Val Thr Tyr Asp Gly 
900 905 910 

Lys Ser Pro Pro Ser Cys His Ser Pro Leu Cys Ala Ser Gin Gly Leu 
915 920 925 

Ala Trp Gly Leu Arg Asn Glu Leu His He Pro Ala Ser Asp Arg Ala 
930 935 940 

Gin Thr Gin Arg Gin Lys Leu Gly Leu Gly Asn Ala Glu Thr Gin Gly 
945 950 955 960 

Val 



<210> 36 
<211> 999 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Gly Val Ala Gly Arg Asn Arg Pro Gly Ala Ala Trp Ala Val Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Pro Pro Leu Leu Leu Leu Ala Gly Ala Val 
20 25 30 

Pro Pro Gly Arg Gly Arg Ala Ala Gly Pro Gin Glu Asp Val Asp Glu 
35 40 45 

Cys Ala Gin Gly Leu Asp Asp Cys His Ala Asp Ala Leu Cys Gin Asn 
50 55 60 

Thr Pro Thr Ser Tyr Lys Cys Ser Cys Lys Pro Gly Tyr Gin Gly Glu 
65 70 75 80 

Gly Arg Gin Cys Glu Asp He Asp Glu Cys Gly Asn Glu Leu Asn Gly 
85 90 95 

Gly Cys Val His Asp Cys Leu Asn He Pro Gly Asn Tyr Arg Cys Thr 
100 105 110 

Cys Phe Asp Gly Phe Met Leu Ala His Asp Gly His Asn Cys Leu Asp 
115 120 125 

Val Asp Glu Cys Leu Glu Asn Asn Gly Gly Cys Gin His Thr Cys Val 
130 135 140 

Asn Val Met Gly Ser Tyr Glu Cys Cys Cys Lys Glu Gly Phe Phe Leu 
145 150 155 160 

Ser Asp Asn Gin His Thr Cys He His Arg Ser Glu Glu Gly Leu Ser 
165 170 175 
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Cys Met Asn Lys Asp His Gly Cys 
180 

Arg Gly Ser Val Ala Cys Glu Cys 
195 200 

Asn Gin Arg Asp Cys lie Leu Thr 

210 215 



Ser His lie Cys Lys Glu Ala Pro 
185 190 

Arg Pro Gly Phe Glu Leu Ala Lys 
205 

Cys Asn His Gly Asn Gly Gly Cys 
220 



Gin His Ser Cys Asp Asp Thr Ala Asp Gly Pro Glu Cys Ser Cys His 
225 230 235 240 

Pro Gin Tyr Lys Met His Thr Asp Gly Arg Ser Cys Leu Glu Arg Glu 
245 250 255 

Asp Thr Val Leu Glu Val Thr Glu Ser Asn Thr Thr Ser Val Val Asp 
260 265 270 

Gly Asp Lys Arg Val Lys Arg Arg Leu Leu Met Glu Thr Cys Ala Val 
275 280 285 

Asn Asn Gly Gly Cys Asp Arg Thr Cys Lys Asp Thr Ser Thr Gly Val 
290 295 300 

His Cys Ser Cys Pro Val Gly Phe Thr Leu Gin Leu Asp Gly Lys Thr 
305 310 315 320 

Cys Lys Asp lie Asp Glu Cys Gin Thr Arg Asn Gly Gly Cys Asp His 
325 330 335 

Phe Cys Lys Asn lie Val Gly Ser Phe Asp Cys Gly Cys Lys Lys Gly 
340 345 350 

Phe Lys Leu Leu Thr Asp Glu Lys Ser Cys Gin Asp Val Asp Glu Cys 
355 360 365 

Ser Leu Asp Arg Thr Cys Asp His Ser Cys lie Asn His Pro Gly Thr 
370 375 380 

Phe Ala Cys Ala Cys Asn Arg Gly Tyr Thr Leu Tyr Gly Phe Thr His 
385 390 395 400 

Cys Gly Asp Thr Asn Glu Cys Ser lie Asn Asn Gly Gly Cys Gin Gin 
405 410 415 

Val Cys Val Asn Thr Val Gly Ser Tyr Glu Cys Gin Cys His Pro Gly 
420 425 430 

Tyr Lys Leu His Trp Asn Lys Lys Asp Cys Val Glu Val Lys Gly Leu 
435 440 445 

Leu Pro Thr Ser Val Ser Pro Arg Val Ser Leu His Cys Gly Lys Ser 
450 455 460 

Gly Gly Gly Asp Gly Cys Phe Leu Arg Cys His Ser Gly lie His Leu 
465 470 475 480 
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Ser Ser Asp Val Thr Thr lie Arg Thr Ser Val Thr Phe Lys Leu Asn 
485 490 495 

Glu Gly Lys Cys Ser Leu Lys Asn Ala Glu Leu Phe Pro Glu Gly Leu 
500 505 510 

Arg Pro Ala Leu Pro Glu Lys His Ser Ser Val Lys Glu Ser Phe Arg 
515 520 525 

Tyr Val Asn Leu Thr Cys Ser Ser Gly Lys Gin Val Pro Gly Ala Pro 
530 535 540 

Gly Arg Pro Ser Thr Pro Lys Glu Met Phe lie Thr Val Glu Phe Glu 
545 550 555 560 

Leu Glu Thr Asn Gin Lys Glu Val Thr Ala Ser Cys Asp Leu Ser Cys 
565 570 575 

lie Val Lys Arg Thr Glu Lys Arg Leu Arg Lys Ala lie Arg Thr Leu 
580 585 590 

Arg Lys Ala Val His Arg Glu Gin Phe His Leu Gin Leu Ser Gly Met 
595 600 605 

Asn Leu Asp Val Ala Lys Lys Pro Pro Arg Thr Ser Glu Arg Gin Ala 
610 615 620 

Glu Ser Cys Gly Val Gly Gin Gly His Ala Glu Asn Gin Cys Val Ser 
625 630 635 640 

Cys Arg Ala Gly Thr Tyr Tyr Asp Gly Ala Arg Glu Arg Cys lie Leu 
645 650 655 

Cys Pro Asn Gly Thr Phe Gin Asn Glu Glu Gly Gin Met Thr Cys Glu 
660 665 670 

Pro Cys Pro Arg Pro Gly Asn Ser Gly Ala Leu Lys Thr Pro Glu Ala 
675 680 685 

Trp Asn Met Ser Glu Cys Gly Gly Leu Cys Gin Pro Gly Glu Tyr Ser 
690 695 700 

Ala Asp Gly Phe Ala Pro Cys Gin Leu Cys Ala Leu Gly Thr Phe Gin 
705 710 715 720 

Pro Glu Ala Gly Arg Thr Ser Cys Phe Pro Cys Gly Gly Gly Leu Ala 
725 730 735 

Thr Lys His Gin Gly Ala Thr Ser Phe Gin Asp Cys Glu Thr Arg Val 
740 745 750 

Gin Cys Ser Pro Gly His Phe Tyr Asn Thr Thr Thr His Arg Cys lie 
755 760 765 

Arg Cys Pro Val Gly Thr Tyr Gin Pro Glu Phe Gly Lys Asn Asn Cys 
770 775 780 
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Val Ser Cys Pro Gly Asn Thr Thr Thr Asp Phe Asp Gly Ser Thr Asn 
785 790 795 800 

lie Thr Gin Cys Lys Asn Arg Arg Cys Gly Gly Glu Leu Gly Asp Phe 
805 810 815 

Thr Gly Tyr lie Glu Ser Pro Asn Tyr Pro Gly Asn Tyr Pro Ala Asn 
820 825 830 

Thr Glu Cys Thr Trp Thr lie Asn Pro Pro Pro Lys Arg Arg lie Leu 
835 840 845 

lie Val Val Pro Glu lie Phe Leu Pro lie Glu Asp Asp Cys Gly Asp 
850 855 860 

Tyr Leu Val Met Arg Lys Thr Ser Ser Ser Asn Ser Val Thr Thr Tyr 
865 870 875 880 

Glu Thr Cys Gin Thr Tyr Glu Arg Pro lie Ala Phe Thr Ser Arg Ser 
885 890 895 

Lys Lys Leu Trp lie Gin Phe Lys Ser Asn Glu Gly Asn Ser Ala Arg 
900 905 910 

Gly Phe Gin Val Pro Tyr Val Thr Tyr Asp Glu Asp Tyr Gin Glu Leu 
915 920 925 

He Glu Asp He Val Arg Asp Gly Arg Leu Tyr Ala Ser Glu Asn His 
930 935 940 

Gin Glu He Leu Lys Asp Lys Lys Leu He Lys Ala Leu Phe Asp Val 
945 950 955 960 

Leu Ala His Pro Gin Asn Tyr Phe Lys Tyr Thr Ala Gin Glu Ser Arg 
965 970 975 

Glu Met Phe Pro Arg Ser Phe He Arg Leu Leu Arg Ser Lys Val Ser 
980 985 990 

Arg Phe Leu Arg Pro Tyr Lys 
995 



<210> 37 
<211> 997 
<212> PRT 

<213> Mus musculus 
<400> 37 

Met Gly Val Ala Gly Cys Gly Arg 
1 5 

Leu Leu Leu Leu Leu Leu Pro Pro 
20 

Asp Arg Gly Leu Thr Asn Gly Pro 
35 40 



Pro Arg Glu Ala Arg Ala Leu Leu 
10 15 

Leu Leu Ala Ala Ala Val Pro Pro 
25 30 

Ser Glu Asp Val Asp Glu Cys Ala 
45 
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Gin Gly Leu Asp Asp Cys His Ala Asp Ala Leu Cys Gin Asn Thr Pro 
50 55 60 

Thr Ser Tyr Lys Cys Ser Cys Lys Pro Gly Tyr Gin Gly Glu Gly Arg 
65 70 75 80 

Gin Cys Glu Asp Met Asp Glu Cys Asp Asn Thr Leu Asn Gly Gly Cys 
85 90 95 

Val His Asp Cys Leu Asn lie Pro Gly Asn Tyr Arg Cys Thr Cys Phe 
100 105 110 

Asp Gly Phe Met Leu Ala His Asp Gly His Asn Cys Leu Asp Met Asp 
115 120 125 

Glu Cys Leu Glu Asn Asn Gly Gly Cys Gin His lie Cys Thr Asn Val 
130 135 140 

lie Gly Ser Tyr Glu Cys Arg Cys Lys Glu Gly Phe Phe Leu Ser Asp 
145 150 155 160 

Asn Gin His Thr Cys He His Arg Ser Glu Glu Gly Leu Ser Cys Met 
165 170 175 

Asn Lys Asp His Gly Cys Gly His He Cys Lys Glu Ala Pro Arg Gly 
180 185 190 

Ser Val Ala Cys Glu Cys Arg Pro Gly Phe Glu Leu Ala Lys Asn Gin 
195 200 205 

Lys Asp Cys He Leu Thr Cys Asn His Gly Asn Gly Gly Cys Gin His 
210 215 220 

Ser Cys Glu Asp Thr Ala Glu Gly Pro Glu Cys Ser Cys His Pro Arg 
225 230 235 240 

Tyr Arg Leu His Ala Asp Gly Arg Ser Cys Leu Glu Gin Glu Gly Thr 
245 250 255 

Val Leu Glu Gly Thr Glu Ser Asn Ala Thr Ser Val Ala Asp Gly Asp 
260 265 270 

Lys Arg Val Lys Arg Arg Leu Leu Met Glu Thr Cys Ala Val Asn Asn 
275 280 285 

Gly Gly Cys Asp Arg Thr Cys Lys Asp Thr Ser Thr Gly Val His Cys 
290 295 300 

Ser Cys Pro Thr Gly Phe Thr Leu Gin Val Asp Gly Lys Thr Cys Lys 
305 " 310 315 320 

Asp He Asp Glu Cys Gin Thr Arg Asn Gly Gly Cys Asn His Phe Cys 
325 330 335 

Lys Asn Thr Val Gly Ser Phe Asp Cys Ser Cys Lys Lys Gly Phe Lys 
340 345 350 
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Leu Leu Thr Asp Glu Lys Ser Cys Gin Asp Val Asp Glu Cys Ser Leu 
355 360 365 

Glu Arg Thr Cys Asp His Ser Cys lie Asn His Pro Gly Thr Phe lie 
370 375 380 

Cys Ala Cys Asn Pro Gly Tyr Thr Leu Tyr Ser Phe Thr His Cys Gly 
385 390 395 400 

Asp Thr Asn Glu Cys Ser Val Asn Asn Gly Gly Cys Gin Gin Val Cys 
405 410 415 

He Asn Thr Val Gly Ser Tyr Glu Cys Gin Cys His Pro Gly Phe Lys 
420 425 430 

Leu His Trp Asn Lys Lys Asp Cys Val Glu Val Lys Gly Phe Pro Pro 
435 440 445 

Thr Ser Met Thr Pro Arg Val Ser Leu His Cys Gly Lys Ser Gly Gly 
450 455 460 

Gly Asp Arg Cys Phe Leu Arg Cys Arg Ser Gly He His Leu Ser Ser 
465 470 475 480 

Asp Val Val Thr Val Arg Thr Ser Val Thr Phe Lys Leu Asn Glu Gly 
485 490 495 

Lys Cys Ser Leu Gin Lys Ala Lys Leu Ser Pro Glu Gly Leu Arg Pro 
500 505 510 

Ala Leu Pro Glu Arg His Ser Ser Val Lys Glu Ser Phe Gin Tyr Ala 
515 520 525 

Asn Leu Thr Cys Ser Pro Gly Lys Gin Val Pro Gly Ala Leu Gly Arg 
530 535 540 

Leu Asn Ala Pro Lys Glu Met Phe He Thr Val Glu Phe Glu Arg Glu 
545 550 555 560 

Thr Tyr Glu Lys Glu Val Thr Ala Ser Cys Asn Leu Ser Cys Val Val 
565 570 575 

Lys Arg Thr Glu Lys Arg Leu Arg Lys Ala Leu Arg Thr Leu Lys Arg 
580 585 590 

Ala Ala His Arg Glu Gin Phe His Leu Gin Leu Ser Gly Met Asp Leu 
595 600 605 

Asp Met Ala Lys Thr Pro Ser Arg Val Ser Gly Gin His Glu Glu Thr 
610 615 620 

Cys Gly Val Gly Gin Gly His Glu Glu Ser Gin Cys Val Ser Cys Arg 
625 630 635 640 

Ala Gly Thr Tyr Tyr Asp Gly Ser Gin Glu Arg Cys He Leu Cys Pro 
645 650 655 
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Asn Gly Thr Phe Gin Asn Glu Glu Gly Gin Val Thr Cys Glu Pro Cys 
660 665 670 

Pro Arg Pro Glu Asn Leu Gly Ser Leu Lys lie Ser Glu Ala Trp Asn 
675 680 685 

Val Ser Asp Cys Gly Gly Leu Cys Gin Pro Gly Glu Tyr Ser Ala Asn 
690 695 700 

Gly Phe Ala Pro Cys Gin Leu Cys Ala Leu Gly Thr Phe Gin Pro Asp 
705 710 715 720 

Val Gly Arg Thr Ser Cys Leu Ser Cys Gly Gly Gly Leu Pro Thr Lys 
725 730 735 

His Leu Gly Ala Thr Ser Phe Gin Asp Cys Glu Thr Arg Val Gin Cys 
740 745 750 

Ser Pro Gly His Phe Tyr Asn Thr Thr Thr His Arg Cys lie Arg Cys 
755 760 765 

Pro Leu Gly Thr Tyr Gin Pro Glu Phe Gly Lys Asn Asn Cys Val Ser 
770 775 780 

Cys Pro Gly Asn Thr Thr Thr Asp Phe Asp Gly Ser Thr Asn lie Thr 
785 790 795 800 

Gin Cys Lys Asn Arg Lys Cys Gly Gly Glu Leu Gly Asp Phe Thr Gly 
805 810 815 

Tyr lie Glu Ser Pro Asn Tyr Pro Gly Asn Tyr Pro Ala Asn Ser Glu 
820 825 830 

Cys Thr Trp Thr lie Asn Pro Pro Pro Lys Arg Arg lie Leu lie Val 
835 840 845 

Val Pro Glu lie Phe Leu Pro lie Glu Asp Asp Cys Gly Asp Tyr Leu 
850 855 860 

Val Met Arg Lys Thr Ser Ser Ser Asn Ser Val Thr Thr Tyr Glu Thr 
865 870 875 880 

Cys Gin Thr Tyr Glu Arg Pro lie Ala Phe Thr Ser Arg Ser Lys Lys 
885 890 895 

Leu Trp lie Gin Phe Lys Ser Asn Glu Gly Asn Ser Ala Arg Gly Phe 
900 905 910 

Gin Val Pro Tyr Val Thr Tyr Asp Glu Asp Tyr Gin Glu Leu lie Glu 
915 920 925 

Asp lie Val Arg Asp Gly Arg Leu Tyr Ala Ser Glu Asn His Gin Glu 
930 935 940 

lie Leu Lys Asp Lys Lys Leu lie Lys Ala Leu Phe Asp Val Leu Ala 
945 950 955 960 
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His Pro Gin Asn Tyr Phe Lys Tyr Thr Ala Gin Glu Ser Arg Glu Met 
965 970 975 



Phe Pro Arg Ser Phe lie Arg Leu Leu Arg Ser Lys Val Ser Arg Phe 
980 985 990 

Leu Arg Pro Tyr Lys 
995 



<210> 38 

<211> 161 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Gly Ala Ala Ala Val Arg Trp His Leu Cys Val Leu Leu Ala Leu 
15 10 15 

Gly Thr Arg Gly Arg Leu Ala Gly Gly Ser Gly Leu Pro Gly Ser Val 
20 25 30 

Asp Val Asp Glu Cys Ser Glu Gly Thr Asp Asp Cys His lie Asp Ala 
35 40 45 

lie Cys Gin Asn Thr Pro Lys Ser Tyr Lys Cys Leu Cys Lys Pro Gly 
50 55 60 

Tyr Lys Gly Glu Gly Lys Gin Cys Glu Asp He Asp Glu Cys Glu Asn 
65 70 75 80 

Asp Tyr Tyr Asn Gly Gly Cys Val His Glu Cys He Asn He Pro Gly 
85 90 95 

Asn Tyr Arg Cys Thr Cys Phe Asp Gly Phe Met Leu Ala His Asp Gly 
100 105 110 

His Asn Cys Leu Asp Val Asp Glu Cys Gin Asp Asn Asn Gly Gly Cys 
115 120 125 

Gin Gin He Cys Val Asn Ala Met Gly Ser Tyr Glu Cys Gin Cys His 
130 135 140 

Ser Gly Phe Phe Leu Ser Asp Asn Gin His Thr Cys He His Arg Ser 
145 150 155 160 

Asn 



<210> 39 

<211> 956 

<212> PRT 

<213> Homo sapiens 

<400> 39 
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Met Glu Lys Met Leu Ala Gly Cys Phe Leu Leu lie Leu Gly Gin lie 
15 10 15 

Val Leu Leu Pro Ala Glu Ala Arg Glu Arg Ser Arg Gly Arg Ser He 
20 25 30 

Ser Arg Gly Arg His Ala Arg Thr His Pro Gin Thr Ala Leu Leu Glu 
35 40 45 

Ser Ser Cys Glu Asn Lys Arg Ala Asp Leu Val Phe He He Asp Ser 
50 55 60 

Ser Arg Ser Val Asn Thr His Asp Tyr Ala Lys Val Lys Glu Phe He 
65 70 75 80 

Val Asp He Leu Gin Phe Leu Asp He Gly Pro Asp Val Thr Arg Val 
85 90 95 



Gly Leu Leu Gin 
100 

Thr Phe Lys' Arg 
115 



Tyr Gly Ser Thr 

Lys Ser Glu Val 
120 



Val Lys Asn Glu 
105 

Glu Arg Ala Val 



Phe Ser Leu Lys 
110 

Lys Arg Met Arg 
125 



His Leu Ser Thr Gly Thr Met Thr 
130 135 

Asn He Ala Phe Ser Glu Ala Glu 
145 150 

Val Pro Arg Val He Met He Val 
165 

Val Ala Glu Val Ala Ala Lys Ala 
180 

Ala He Gly Val Gly Gin Val Asp 
195 200 



Gly Leu Ala He Gin Tyr Ala Leu 
140 

Gly Ala Arg Pro Leu Arg Glu Asn 
155 160 

Thr Asp Gly Arg Pro Gin Asp Ser 
170 175 

Arg Asp Thr Gly He Leu He Phe 
185 190 

Phe Asn Thr Leu Lys Ser He Gly 
205 



Ser Glu Pro His Glu Asp His Val Phe Leu Val Ala Asn Phe Ser Gin 

210 215 220 

He Glu Thr Leu Thr Ser Val Phe Gin Lys Lys Leu Cys Thr Ala His 

225 230 235 240 

Met Cys Ser Thr Leu Glu His Asn Cys Ala His Phe Cys lie Asn He 

245 250 255 



Pro Gly Ser Tyr Val Cys Arg Cys Lys Gin Gly Tyr He Leu Asn Ser 
260 265 270 

Asp Gin Thr Thr Cys Arg He Gin Asp Leu Cys Ala Met Glu Asp His 

275 280 285 

Asn Cys Glu Gin Leu Cys Val Asn Val Pro Gly Ser Phe Val Cys Gin 
290 295 300 
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Cys Tyr Ser Gly Tyr Ala Leu Ala Glu Asp Gly Lys Arg Cys Val Ala 
305 310 315 320 

Val Asp Tyr Cys Ala Ser Glu Asn His Gly Cys Glu His Glu Cys Val 
325 330 335 

Asn Ala Asp Gly Ser Tyr Leu Cys Gin Cys His Glu Gly Phe Ala Leu 
340 345 350 

Asn Pro Asp Glu Lys Thr Cys Thr Lys lie Asp Tyr Cys Ala Ser Ser 
355 360 365 

Asn His Gly Cys Gin His Glu Cys Val Asn Thr Asp Asp. Ser Tyr Ser 
370 375 380 

Cys His Cys Leu Lys Gly Phe Thr Leu Asn Pro Asp Lys Lys Thr Cys 
385 390 395 400 

Arg Arg lie Asn Tyr Cys Ala Leu Asn Lys Pro Gly Cys Glu His Glu 
405 410 415 

Cys Val Asn Met Glu Glu Ser Tyr Tyr Cys Arg Cys His Arg Gly Tyr 
420 425 430 

Thr Leu Asp Pro Asn Gly Lys Thr Cys Ser Arg Val Asp His Cys Ala 
435 440 445 

Gin Gin Asp His Gly Cys Glu Gin Leu Cys Leu Asn Thr Glu Asp Ser 
450 455 460 

Phe Val Cys Gin Cys Ser Glu Gly Phe Leu lie Asn Glu Asp Leu Lys 
465 470 475 480 

Thr Cys Ser Arg Val Asp Tyr Cys Leu Leu Ser Asp His Gly Cys Glu 
485 490 495 

Tyr Ser Cys Val Asn Met Asp Arg Ser Phe Ala Cys Gin Cys Pro Glu 
500 505 510 

Gly His Val Leu Arg Ser Asp Gly Lys Thr Cys Ala Lys Leu Asp Ser 
515 520 525 

Cys Ala Leu Gly Asp His Gly Cys Glu His Ser Cys Val Ser Ser Glu 
530 535 540 

Asp Ser Phe Val Cys Gin Cys Phe Glu Gly Tyr He Leu Arg Glu Asp 
545 550 555 560 

Gly Lys Thr Cys Arg Arg Lys Asp Val Cys Gin Ala He Asp His Gly 
565 570 575 

Cys Glu His He Cys Val Asn Ser Asp Asp Ser Tyr Thr Cys Glu Cys 
580 585 590 

Leu Glu Gly Phe Arg Leu Ala Glu Asp Gly Lys Arg Cys Arg Arg Lys 
595 600 605 
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Asp Val Cys Lys Ser Thr His His Gly Cys Glu His He Cys Val Asn 
610 615 620 

Asn Gly Asn Ser Tyr He Cys Lys Cys Ser Glu Gly Phe Val Leu Ala 
625 630 635 640 

Glu Asp Gly Arg Arg Cys Lys Lys Cys Thr Glu Gly Pro He Asp Leu 
645 650 655 

Val Phe Val He Asp Gly Ser Lys Ser Leu Gly Glu Glu Asn Phe Glu 
660 665 670 

Val Val Lys Gin Phe Val Thr Gly He He Asp Ser Leu Thr He Ser 
675 680 685 

Pro Lys Ala Ala Arg Val Gly Leu Leu Gin Tyr Ser Thr Gin Val His 
690 695 700 

Thr Glu Phe Thr Leu Arg Asn Phe Asn Ser Ala Lys Asp Met Lys Lys 
705 710 715 720 

Ala Val Ala His Met Lys Tyr Met Gly Lys Gly Ser Met Thr Gly Leu 
725 730 735 

Ala Leu Lys His Met Phe Glu Arg Ser Phe Thr Gin Gly Glu Gly Ala 
740 745 750 

Arg Pro Phe Ser Thr Arg Val Pro Arg Ala Ala He Val Phe Thr Asp 
755 760 765 

Gly Arg Ala Gin Asp Asp Val Ser Glu Trp Ala Ser Lys Ala Lys Ala 
770 775 780 

Asn Gly He Thr Met Tyr Ala Val Gly Val Gly Lys Ala He Glu Glu 
785 790 795 800 

Glu Leu Gin Glu He Ala Ser Glu Pro Thr Asn Lys His Leu Phe Tyr 
805 810 815 

Ala Glu Asp Phe Ser Thr Met Asp Glu He Ser Glu Lys Leu Lys Lys 
820 825 830 

Gly He Cys Glu Ala Leu Glu Asp Ser Asp Gly Arg Gin Asp Ser Pro 
835 840 845 

Ala Gly Glu Leu Pro Lys Thr Val Gin Gin Pro Thr Glu Ser Glu Pro 
850 855 860 

Val Thr He Asn He Gin Asp Leu Leu Ser Cys Ser Asn Phe Ala Val 
865 870 875 880 

Gin His Arg Tyr Leu Phe Glu Glu Asp Asn Leu Leu Arg Ser Thr Gin 
885 890 895 

Lys Leu Ser His Ser Thr Lys Pro Ser Gly Ser Pro Leu Glu Glu Lys 
900 905 910 



66 



His Asp Gin Cys Lys Cys Glu Asn Leu lie Met Phe Gin Asn Leu Ala 
915 ~ 920 925 



Asn Glu Glu Val Arg Lys Leu Thr Gin Arg Leu Glu Glu Met Thr Gin 
930 935 940 

Arg Met Glu Ala Leu Glu Asn Arg Leu Arg Tyr Arg 
945 950 955 



<210> 40 

<211> 329 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Leu Pro Leu Leu Leu Gly Leu Leu Gly Pro Ala Ala Cys Trp Ala 
15 10 15 

Leu Gly Pro Thr Pro Gly Pro Gly Ser Ser Glu Leu Arg Ser Ala Phe 
20 25 30 

Ser Ala Ala Arg Thr Thr Pro Leu Glu Gly Thr Ser Glu Met Ala Val 
35 40 45 

Thr Phe Asp Lys Val Tyr Val Asn lie Gly Gly Asp Phe Asp Val Ala 
50 55 60 

Thr Gly Gin Phe Arg Cys Arg Val Pro Gly Ala Tyr Phe Phe Ser Phe 
65 70 75 80 

Thr Ala Gly Lys Ala Pro His Lys Ser Leu Ser Val Met Leu Val Arg 
85 90 95 

Asn Arg Asp Glu Val Gin Ala Leu Ala Phe Asp Glu Gin Arg Arg Pro 
100 105 HO 

Gly Ala Arg Arg Ala Ala Ser Gin Ser Ala Met Leu Gin Leu Asp Tyr 
115 120 125 

Gly Asp Thr Val Trp Leu Arg Leu His Gly Ala Pro His Tyr Ala Leu 
130 135 140 

Gly Ala Pro Gly Ala Thr Phe Ser Gly Tyr Leu Val Tyr Ala Asp Ala 
145 150 155 160 

Asp Ala Asp Ala Pro Ala Arg Gly Pro Pro Ala Pro Pro Glu Pro Arg 
165 170 175 

Ser Ala Phe Ser Ala Ala Arg Thr Arg Ser Leu Val Gly Ser Asp Ala 
180 185 190 

Gly Pro Gly Pro Arg His Gin Pro Leu Ala Phe Asp Thr Glu Phe Val 
195 200 205 

Asn He Gly Gly Asp Phe Asp Ala Ala Ala Gly Val Phe Arg Cys Arg 
210 215 220 
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Leu Pro Gly Ala Tyr Phe Phe Ser 
225 230 

Lys Thr Leu Ser Val Lys Leu Met 
245 

Met lie Tyr Asp Asp Gly Ala Ser 
260 

Ser Val Met Leu Ala Leu Arg Arg 
275 280 

His Asp His Asp Gly Tyr Gly Ala 
290 295 

Thr Phe Ser Gly Phe Leu Val Tyr 
305 310 

Pro Gly Leu Gly Ala Ser Glu Leu 
325 



Phe Thr Leu Gly Lys Leu Pro Arg 
235 240 

Lys Asn Arg Asp Glu Val Gin Ala 
250 255 

Arg Arg Arg Glu Met Gin Ser Gin 
265 270 

Gly Asp Ala Val Trp Leu Leu Ser 
285 

Tyr Ser Asn His Gly Lys Tyr lie 
300 

Pro Asp Leu Ala Pro Ala Ala Pro 
315 320 

Leu 



<210> 41 
<211> 205 
<212> PRT 

<213> Mus musculus 
<400> 41 

Met Leu Gin Leu Asp Tyr Gly Asp Thr Val Trp Leu Arg Leu His Gly 
15 10 15 

Ala Pro Gin Tyr Ala Leu Gly Ala Pro Gly Ala Thr Phe Ser Gly Tyr 
20 25 30 

Leu Val Tyr Ala Asp Ala Asp Ala Asp Ala Pro Ala Arg Gly Pro Ala 
35 40 45 

Ala Pro Glu Pro Arg Ser Ala Phe Ser Ala Ala Arg Thr Arg Ser Leu 
50 55 60 

Val Gly Ser Asp Ala Ala Pro Gly Pro Arg His Arg Pro Leu Ala Phe 
65 70 75 80 

Asp Thr Glu Leu Val Asn lie Gly Gly Asp Phe Asp Ala Ala Ala Gly 
85 90 95 

Val Phe Arg Cys Arg Leu Pro Gly Ala Tyr Phe Phe Ser Phe Thr Leu 
100 105 110 

Gly Lys Leu Pro Arg Lys Thr Leu Ser Val Lys Leu Met Lys Asn Arg 
115 120 125 

Asp Glu Val Gin Ala Met He Tyr Asp Asp Gly Ala Ser Arg Arg Arg 
130 135 140 

Glu Met Gin Ser Gin Ser Val Met Leu Pro Leu Arg Arg Gly Asp Ala 



68 



145 150 155 160 

Val Trp Leu Leu Ser His Asp His Asp Gly Tyr Gly Ala Tyr Ser Asn 
165 170 175 

His Gly Lys Tyr lie Thr Phe Ser Gly Phe Leu Val Tyr Pro Asp Leu 
180 185 190 

Ala Ala Ala Gly Pro Pro Ala Leu Lys Pro Pro Glu Leu 
195 200 205 



<210> 42 
<211> 205 
<212> PRT 

<213> Mus musculus 
<400> 42 

Met Leu Gin Leu Asp Tyr Gly Asp Thr Val Trp Leu Arg Leu His Gly 
15 10 15 

Ala Pro Gin Tyr Ala Leu Gly Ala Pro Gly Ala Thr Phe Ser Gly Tyr 
20 25 30 

Leu Val Tyr Ala Asp Ala Asp Ala Asp Ala Pro Ala Arg Gly Pro Ala 
35 40 45 

Ala Pro Glu Pro Arg Ser Ala Phe Ser Ala Ala Arg Thr Arg Ser Leu 
50 55 60 

Val Gly Ser Asp Ala Ala Pro Gly Pro Arg His Arg Pro Leu Ala Phe 
65 " 70 75 80 

Asp Thr Glu Leu Val Asn lie Gly Gly Asp Phe Asp Ala Ala Ala Gly 
85 90 95 

Val Phe Arg Cys Arg Leu Pro Gly Ala Tyr Phe Phe Ser Phe Thr Leu 
100 105 110 

Gly Lys Leu Pro Arg Lys Thr Leu Ser Val Lys Leu Met Lys Asn Arg 
115 120 125 

Asp Glu Val Gin Ala Met lie Tyr Asp Asp Gly Ala Ser Arg Arg Arg 
130 135 140 

Glu Met Gin Ser Gin Ser Val Arg Leu Pro Leu Arg Arg Gly Asp Ala 
145 150 155 160 

Val Trp Leu Leu Ser His Asp His Asp Gly Tyr Gly Ala Tyr Ser Asn 
165 170 175 

His Gly Lys Tyr lie Thr Phe Ser Gly Phe Leu Val Tyr Pro Asp Leu 
180 185 190 

Ala Ala Ala Gly Pro Pro Ala Leu Lys Pro Pro Glu Leu 
195 200 205 
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<210> 43 

<211> 278 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Gin Trp Leu Arg Val Arg Glu Ser Pro Gly Glu Ala Thr Gly His 
15 10 15 

Arg Val Thr Met Gly Thr Ala Ala Leu Gly Pro Val Trp Ala Ala Leu 
20 25 30 

Leu Leu Phe Leu Leu Met Cys Glu lie Pro Met Val Glu Leu Thr Phe 
35 40 45 

Asp Arg Ala Val Ala Ser Gly Cys Gin Arg Cys Cys Asp Ser Glu Asp 
50 55 60 

Pro Leu Asp Pro Ala His Val Ser Ser Ala Ser Ser Ser Gly Arg Pro 
65 70 75 80 

His Ala Leu Pro Glu He Arg Pro Tyr He Asn He Thr He Leu Lys 
85 90 95 

Gly Asp Lys Gly Asp Pro Gly Pro Met Gly Leu Pro Gly Tyr Met Gly 
100 105 HO 

Arg Glu Gly Pro Gin Gly Glu Pro Gly Pro Gin Gly Ser Lys Gly Asp 
115 120 125 

Lys Gly Glu Met Gly Ser Pro Gly Ala Pro Cys Gin Lys Arg Phe Phe 
130 135 140 

Ala Phe Ser Val Gly Arg Lys Thr Ala Leu His Ser Gly Glu Asp Phe 
145 150 155 160 

Gin Thr Leu Leu Phe Glu Arg Val Phe Val Asn Leu Asp Gly Cys Phe 
165 170 175 

Asp Met Ala Thr Gly Gin Phe Ala Ala Pro Leu Arg Gly He Tyr Phe 
180 185 190 

Phe Ser Leu Asn Val His Ser Trp Asn Tyr Lys Glu Thr Tyr Val His 
195 200 205 

He Met His Asn Gin Lys Glu Ala Val He Leu Tyr Ala Gin Pro Ser 
210 215 220 

Glu Arg Ser He Met Gin Ser Gin Ser Val Met Leu Asp Leu Ala Tyr 
225 230 235 240 

Gly Asp Arg Val Trp Val Arg Leu Phe Lys Arg Gin Arg Glu Asn Ala 
245 250 255 

He Tyr Ser Asn Asp Phe Asp Thr Tyr He Thr Phe Ser Gly His Leu 
260 265 270 
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lie Lys Ala Glu Asp Asp 
275 



<210> 44 
<211> 199 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Tyr Pro Ala Thr Ala Val Pro Gin He Asn He Thr He Leu Lys 
15 10 15 

Gly Glu Lys Gly Asp Arg Gly Asp Arg Gly Leu Gin Gly Lys Tyr Gly 
20 25 30 

Lys Thr Gly Ser Ala Gly Ala Arg Gly His Thr Gly Pro Lys Gly Gin 
35 40 45 

Lys Gly Ser Met Gly Ala Pro Gly Glu Arg Cys Lys Ser His Tyr Ala 
50 55 60 

Ala Phe Ser Val Gly Arg Lys Lys Pro Met His Ser Asn His Tyr Tyr 
65 70 75 80 

Gin Thr Val He Phe Asp Thr Glu Phe Val Asn Leu Tyr Asp His Phe 
85 90 ~ 95 

Asn Met Phe Thr Gly Lys Phe Tyr Cys Tyr Val Pro Gly Leu Tyr Phe 
100 105 HO 

Phe Ser Leu Asn Val His Thr Trp Asn Gin Lys Glu Thr Tyr Leu His 
115 120 125 

He Met Lys Asn Glu Glu Glu Val Val He Leu Phe Ala Gin Val Gly 
130 135 140 

Asp Arg Ser He Met Gin Ser Gin Ser Leu Met Leu Glu Leu Arg Glu 
145 ~ 150 155 160 

Gin Asp Gin Val Trp Val Arg Leu Tyr Lys Gly Glu Arg Glu Asn Ala 
165 170 175 

He Phe Ser Glu Glu Leu Asp Thr Tyr He Thr Phe Ser Gly Tyr Leu 
180 185 190 

Val Lys His Ala Thr Glu Pro 
195 



<210> 45 
<211> 688 
<212> PRT 
<213> Rattus 

<400> 45 



norvegicus 
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Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
1*5 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys Val 
20 25 30 

Val Leu Pro Glu Pro Ser He Arg Ser Val Met Gin Arg Tyr Leu Ala 
35 40 45 

Glu Arg Asn Glu He Thr Phe Asp Lys He Phe Asn Gin Lys He Gly 
50 55 60 

Phe Leu Leu Phe Lys Asp Phe Cys Leu Asn Glu He Gly Glu Ala Val 
65 70 75 80 

Pro Gin Val Lys Phe Tyr Glu Glu He Lys Glu Tyr Glu Lys Leu Asp 
85 90 95 

Asn Glu Glu Asp Arg Leu His Arg Ser Arg Gin Met Tyr Asp Ala Tyr 
100 105 HO 

He Met Arg Glu Leu Leu Ser Ser Thr His Gin Phe Ser Lys Gin Ala 
115 120 125 

Val Glu His Val Gin Ser His Leu Ser Lys Lys Gin Val Thr Pro Thr 
130 135 140 

Leu Phe Gin Pro Tyr He Glu Glu He Cys Glu Ser Leu Arg Gly Asp 
145 150 155 160 

He Phe Gin Lys Phe Met Glu Ser Glu Lys Phe Thr Arg Phe Cys Gin 
165 170 175 

Trp Lys Asn Val Glu Leu Asn He His Leu Ser Met Asn Asp Phe Ser 
180 185 190 

Val His Arg He He Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 

Arg Lys Ala Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg Val Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 " 230 235 240 

He Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe He Val Cys 
245 250 255 

Met Thr Tyr Ala Phe His Thr Pro Asp Lys Leu Cys Phe He Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Met His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Lys Glu Met Arg Phe Tyr Ala Ser Glu He He Leu Gly 
290 295 300 
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Leu Glu His Met His Thr Cys Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn He Leu Leu Asp Glu Tyr Gly His Val Arg He Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Thr Cys Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 

Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 ' 390 395 400 

Glu He Asp Arg Met Thr Leu Thr Val Asn Val Gin Leu Pro Asp Ala 
405 410 415 

Phe Ser Pro Glu Leu Arg Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Ser Gin Arg Leu Gly Cys Tyr Gly Gly Gly Ala Arg Glu Leu Lys 
435 440 445 

Glu His He Phe Phe Lys Gly He Asp Trp Gin Tyr Val Tyr Leu Arg 
450 455 460 

Lys Tyr Pro Pro Pro Leu He Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 

Asp Ala Phe Asp He Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly He 
485 490 495 

Lys Leu Leu Asp Cys Asp Gin Asp Leu Tyr Lys Asn Phe Pro Leu Met 
500 505 510 

He Ser Glu Arg Trp Gin Gin Glu Val Val Glu Thr He Tyr Asp Ala 
515 520 525 

Val Asn Ala Glu Thr Asp Lys He Glu Ala Arg Lys Lys Ala Lys Asn 
530 535 540 

Lys Gin Leu Cys Gin Glu Glu Asp Tyr Ala Met Gly Lys Asp Cys He 
545 550 555 560 

Met His Gly Tyr Met Leu Lys Leu Gly Asn Pro Phe Leu Thr Gin Trp 
565 570 575 

Gin Arg Arg Tyr Phe Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Gly 
580 585 590 

Glu Gly Glu Ser Arg Gin Asn Leu Leu Thr Met Glu Gin He Met Ser 
595 600 605 
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Val Glu Glu Thr Gin 
610 

Lys Gly Gly Lys Gin 
625 

Ala Gin Trp Leu Lys 
645 

Leu Leu Arg Arg Ala 
660 

Leu Glu Phe Ser Lys 
675 



lie Lys Asp Arg Lys Cys 
615 

Phe Val Leu Gin Cys Glu 
630 635 

Glu Leu Thr Cys Thr Phe 
650 

Pro Lys Phe Leu Asn Lys 
665 

Pro Pro Leu Cys His Arg 
680 



lie Leu Leu Arg Val 
620 

Ser Asp Pro Glu Phe 
640 

Asn Glu Ala Gin Arg 
655 

Pro Arg Ala Ala lie 
670 

Asn Ser Ser Gly Leu 
685 



<210> 46 
<211> 689 
<212> PRT 

<213> Didelphis virginiana 
<400> 46 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys lie 
20 25 30 

Leu Leu Pro Glu Pro Ser lie Arg Ser Val Met Gin Lys Tyr Leu Glu 
35 40 45 

Asp Arg Gly Glu Val Thr Phe Glu Lys lie Phe Ser Gin Lys Leu Gly 
50 55 60 

Tyr Leu Leu Phe Arg Glu Phe Cys Leu Asn His Met Glu Glu Ala Lys 
65 ' 70 75 80 

Pro Leu Val Glu Phe Tyr Asp Glu He Lys Lys Tyr Glu Lys Leu Asp 
85 90 95 

Ser Glu Glu Glu Arg Thr Val Lys Ser Arg Glu He Phe Asp Leu Tyr 
100 105 HO 

He Met Lys Glu Leu Leu Ser Cys Ser His Leu Phe Ser Lys Ser Ala 
115 120 125 

Thr Glu His Val Gin Ser Arg Leu Leu Lys Lys Gin Val Pro Thr Asp 
130 135 140 

Leu Phe Gin Pro Tyr He Glu Glu He Cys Gin Arg Phe Arg Asp Asp 
145 150 155 160 

Val Phe Gin Lys Phe He Glu Ser Glu Lys Phe Thr Arg Phe Cys Gin 
165 170 175 
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Trp Lys Asn Val Glu Leu Asn lie His Leu Thr Met Asn Asp Phe Ser 
180 185 190 

Val His Arg He He Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 

Arg Lys Ala Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg He Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 230 235 240 

He Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe He Val Cys 
245 250 255 

Met Ser Tyr Ala Phe His Thr Pro Asp Lys Leu Ser Phe He Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Leu His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Ser Asp Met Arg Phe Tyr Ala Ala Glu He He Leu Gly 
290 295 300 

Leu Glu His Met His Ser Arg Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn He Leu Leu Asp Glu Phe Gly His Val Arg He Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Val Ala Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 

Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 390 395 400 

Glu He Asp Arg Met Thr Leu Thr Met Ala Val Glu Leu Pro Asp Ser 
405 410 415 

Phe Ser Pro Glu Leu Arg Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Asn Arg Ser Leu Gly Cys Leu Gly Arg Gly Ala Gin Glu Val Lys 
435 440 445 

Glu Asp Pro Phe Phe Lys Ala Val Asp Trp Gin Met Val Leu Leu Gin 
450 455 460 

Lys Tyr Pro Pro Pro Leu He Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 
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Asp Ala Phe Asp lie Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly He 
485 490 495 

Lys Leu Leu Asp Ser Asp Gin Glu Leu Tyr Arg Asn Phe Pro Leu Thr 
500 505 510 

He Ser Glu Arg Trp Gin Gin Glu Val Ala Glu Thr Val Phe Asp Thr 
515 520 525 

Val Asn Ser Glu Thr Asp Arg Leu Glu Ala Arg Lys Lys Ala Lys Asn 
530 535 540 

Lys Gin Leu Gly His Glu Asp Asp Tyr Ala Leu Gly Lys Asp Cys He 
545 550 555 560 

Met His Gly Tyr Met Ser Lys Met Gly Asn Pro Phe Leu Thr Gin Trp 
565 570 575 

Gin Arg Arg Tyr Phe Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Ala 
580 585 590 

Glu Gly Glu Ala Pro Gin Ser Leu Leu Thr Met Glu Glu He Gin Ser 
595 600 605 

Val Glu Glu Thr Gin He Lys Asp Arg Lys Cys He Leu Leu Lys He 
610 615 620 

Arg Gly Gly Lys Gin Phe He Leu Gin Cys Asp Ser Asp Pro Glu Leu 
625 630 635 640 

Val Gin Trp Lys Lys Glu Leu Arg Asp Val Tyr Arg Glu Ala Gin Gin 
645 650 655 

Leu Leu Gin Arg Val Pro Lys Met Lys Asn Lys Pro Arg Ser Pro Val 
660 665 670 

Val Glu Leu Ser Lys Met Pro Leu Thr Gin Arg Gly Ser Ala Asn Gly 
675 680 685 

Leu 



<210> 47 
<211> 689 
<212> PRT 
<213> Bos taurus 

<400> 47 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys He 
20 25 30 

Leu Leu Pro Glu Pro Ser He Arg Ser Val Met Gin Lys Tyr Leu Glu 
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35 40 45 

Asp Arg Gly Glu Val Thr Phe Glu Lys lie Phe Ser Gin Lys Leu Gly 
50 55 60 

Tyr Leu Leu Phe Arg Asp Phe Cys Leu Lys His Leu Glu Glu Ala Lys 
65 70 75 80 

Pro Leu Val Glu Phe Tyr Glu Glu lie Lys Lys Tyr Glu Lys Leu Glu 
85 90 95 

Thr Glu Glu Glu Arg Leu Val Cys Ser Arg Glu lie Phe Asp Thr Tyr 
100 105 110 

lie Met Lys Glu Leu Leu Ala Cys Ser His Pro Phe Ser Lys Ser Ala 
115 120 125 

He Glu His Val Gin Gly His Leu Val Lys Lys Gin Val Pro Pro Asp 
130 135 140 

Leu Phe Gin Pro Tyr He Glu Glu He Cys Gin Asn Leu Arg Gly Asp 
145 150 155 160 

Val Phe Gin Lys Phe He Glu Ser Asp Lys Phe Thr Arg Phe Cys Gin 
165 170 175 

Trp Lys Asn Val Glu Leu Asn He His Leu Thr Met Asn Asp Phe Ser 
180 185 190 

Val His Arg He He Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 

Arg Lys Ala Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg He Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 230 235 240 

He Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe He Val Cys 
245 250 255 

Met Ser Tyr Ala Phe His Thr Pro Asp Lys Leu Ser Phe He Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Leu His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Ala Asp Met Arg Phe Tyr Ala Ala Glu He He Leu Gly 
290 295 300 

Leu Glu His Met His Asn Arg Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn He Leu Leu Asp Glu His Gly His Val Arg He Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
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340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Val Ala Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 

Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 390 395 400 

Glu lie Asp Arg Met Thr Leu Thr Met Ala Val Glu Leu Pro Asp Ser 
405 410 415 

Phe Ser Pro Glu Leu Arg Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Asn Arg Arg Leu Gly Cys Leu Gly Arg Gly Ala Gin Glu Val Lys 
435 440 445 

Glu Ser Pro Phe Phe Arg Ser Leu Asp Trp Gin Met Val Phe Leu Gin 
450 455 460 

Lys Tyr Pro Pro Pro Leu lie Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 

Asp Ala Phe Asp lie Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly lie 
485 490 495 

Lys Leu Leu Asp Ser Asp Gin Glu Leu Tyr Arg Asn Phe Pro Leu Thr 
500 505 510 

He Ser Glu Arg Trp Gin Gin Glu Val Ala Glu Thr Val Phe Asp Thr 
515 520 525 

He Asn Ala Glu Thr Asp Arg Leu Glu Ala Arg Lys Lys Thr Lys Asn 
530 535 - 540 

Lys Gin Leu Gly His Glu Glu Asp Tyr Ala Leu Gly Lys Asp Cys He 
545 550 555 560 

Met His Gly Tyr Met Ser Lys Met Gly Asn Pro Phe Leu Thr Gin Trp 
565 570 575 

Gin Arg Arg Tyr Phe Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Gly 
580 585 590 

Glu Gly Glu Ala Pro Gin Ser Leu Leu Thr Met Glu Glu He Gin Ser 
595 600 605 

Val Glu Glu Thr Gin He Lys Glu Arg Lys Cys Leu Leu Leu Lys He 
610 615 620 

Arg Gly Gly Lys Gin Phe Val Leu Gin Cys Asp Ser Asp Pro Glu Leu 
625 630 635 640 

Val Gin Trp Lys Lys Glu Leu Arg Asp Ala Tyr Arg Glu Ala Gin Gin 
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645 650 655 

Leu Val Gin Arg Val Pro Lys Met Lys Asn Lys Pro Arg Ser Pro Val 
660 665 670 

Val Glu Leu Ser Lys Val Pro Leu lie Gin Arg Gly Ser Ala Asn Gly 
' 675 680 685 

Leu 



<210> 48 
<211> 688 
<212> PRT 
<213> Bos taurus 

<400> 48 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys lie 
20 25 30 

Val Leu Pro Glu Pro Ser lie Arg Ser Val Met Gin Lys Tyr Leu Glu 
35 40 45 

Glu Arg His Glu He Thr Phe Asp Lys He Phe Asn Gin Arg He Gly 
50 55 60 

Phe Leu Leu Phe Lys Asp Phe Cys Leu Asn Glu He Asn Glu Ala Val 
65 70 75 80 

Pro Gin Val Lys Phe Tyr Glu Glu He Lys Glu Tyr Glu Lys Leu Glu 
85 90 95 

Asn Glu Glu Asp Arg Leu Cys Arg Ser Arg Gin He Tyr Asp Thr Tyr 
100 105 110 

He Met Lys Glu Leu Leu Ser Cys Ser His Pro Phe Ser Lys Gin Ala 
115 120 125 

Val Glu His Val Gin Ser His Leu Ser Lys Lys Gin Val Thr Ser Thr 
130 135 140 

Leu Phe Gin Pro Tyr He Glu Glu He Cys Glu Ser Leu Arg Gly Ser 
145 150 155 160 

He Phe Gin Lys Phe Met Glu Ser Asp Lys Phe Thr Arg Phe Cys Gin 
165 170 175 

Trp Lys Asn Val Glu Leu Asn He His Leu Thr Met Asn Asp Phe Ser 
180 185 190 

Val His Arg He He Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 
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Arg Lys Ala Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg lie Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 230 235 240 

He Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe He Val Cys 
245 250 255 

Met Thr Tyr Ala Phe His Thr Pro Asp Lys Leu Cys Phe He Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Leu His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Lys Glu Met Arg Phe Tyr Ala Thr Glu He He Leu Gly 
290 295 300 

Leu Glu His Met His Asn Arg Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn He Leu Leu Asp Glu His Gly His Val Arg He Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Thr Ala Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 

Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 390 395 400 

Glu He Asp Arg Met Thr Leu Thr Met Asn Val Glu Leu Pro Asp Val 
405 410 415 

Phe Ser Pro Glu Leu Lys Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Ser Lys Arg Leu Gly Cys His Gly Gly Ser Ala Gin Glu Leu Lys 
435 440 445 

Thr His Asp Phe Phe Arg Gly He Asp Trp Gin His Val Tyr Leu Gin 
450 455 460 

Lys Tyr Pro Pro Pro Leu He Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 

Asp Ala Phe Asp He Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly He 
485 490 495 

Lys Leu Leu Asp Cys Asp Gin Glu Leu Tyr Lys Asn Phe Pro Leu Val 
500 505 510 
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He Ser Glu Arg Trp Gin Gin Glu Val Ala Glu Thr Val Tyr Glu Ala 
515 520 525 

Val Asn Ala Asp Thr Asp Lys He Glu Ala Arg Lys Arg Ala Lys Asn 
530 535 540 

Lys Gin Leu Gly His Glu Glu Asp Tyr Ala Leu Gly Arg Asp Cys He 
545 550 555 560 

Val His Gly Tyr Met Leu Lys Leu Gly Asn Pro Phe Leu Thr Gin Trp 
565 570 575 

Gin Arg Arg Tyr Phe Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Gly 
580 585 590 

Glu Gly Glu Ser Arg Gin Ser Leu Leu Thr Met Glu Gin He Val Ser 
595 600 605 

Val Glu Glu Thr Gin He Lys Asp Lys Lys Cys He Leu Leu Arg He 
610 615 620 

Lys Gly Gly Lys Gin Phe Val Leu Gin Cys Glu Ser Asp Pro Glu Phe 
625 630 635 640 

Val Gin Trp Lys Lys Glu Leu Thr Glu Thr Phe Met Glu Ala Gin Arg 
645 650 655 

Leu Leu Arg Arg Ala Pro Lys Phe Leu Asn Lys Ser Arg Ser Ala Val 
660 665 670 

Val Glu Leu Ser Lys Pro Pro Leu Cys His Arg Asn Ser Asn Gly Leu 
675 680 685 



<210> 49 
<211> 688 
<212> PRT 

<213> Homo sapiens 
<400> 49 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Arg He 
20 25 30 

Val Leu Pro Glu Pro Ser He Arg Ser Val Met Gin Lys Tyr Leu Ala 
35 40 45 

Glu Arg Asn Glu He Thr Phe Asp Lys lie Phe Asn Gin Lys He Gly 
50 55 60 

Phe Leu Leu Phe Lys Asp Phe Cys Leu Asn Glu He Asn Glu Ala Val 
65 70 75 80 
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Pro Gin Val Lys Phe Tyr Glu Glu He Lys Glu Tyr Glu Lys Leu Asp 
85 90 95 

Asn Glu Glu Asp Arg Leu Cys Arg Ser Arg Gin He Tyr Asp Ala Tyr 
100 105 HO 

He Met Lys Glu Leu Leu Ser Cys Ser His Pro Phe Ser Lys Gin Ala 
115 120 125 

Val Glu His Val Gin Ser His Leu Ser Lys Lys Gin Val Thr Ser Thr 
130 135 140 

Leu Phe Gin Pro Tyr He Glu Glu He Cys Glu Ser Leu Arg Gly Asp 
145 150 155 160 

He Phe Gin Lys Phe Met Glu Ser Asp Lys Phe Thr Arg Phe Cys Gin 
165 170 175 

Trp Lys Asn Val Glu Leu Asn lie His Leu Thr Met Asn Glu Phe Ser 
180 185 190 

Val His Arg He He Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 

Arg Lys Ala Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg He Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 " 230 235 240 

He Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe He Val Cys 
245 250 255 

Met Thr Tyr Ala Phe His Thr Pro Asp Lys Leu Cys Phe He Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Leu His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Lys Glu Met Arg Phe Tyr Ala Thr Glu He He Leu Gly 
290 295 300 

Leu Glu His Met His Asn Arg Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn He Leu Leu Asp Glu His Gly His Ala Arg He Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Thr Ala Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 
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Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 390 395 400 

Glu lie Asp Arg Met Thr Leu Thr Val Asn Val Glu Leu Pro Asp Thr 
405 410 415 

Phe Ser Pro Glu Leu Lys Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Ser Lys Arg Leu Gly Cys His Gly Gly Gly Ser Gin Glu Val Lys 
435 440 445 

Glu His Ser Phe Phe Lys Gly Val Asp Trp Gin His Val Tyr Leu Gin 
450 455 460 

Lys Tyr Pro Pro Pro Leu lie Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 

Asp Ala Phe Asp He Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly He 
485 490 495 

Lys Leu Leu Asp Cys Asp Gin Glu Leu Tyr Lys Asn Phe Pro Leu Val 
500 505 510 

He Ser Glu Arg Trp Gin Gin Glu Val Thr Glu Thr Val Tyr Glu Ala 
515 520 525 

Val Asn Ala Asp Thr Asp Lys He Glu Ala Arg Lys Arg Ala Lys Asn 
530 535 540 

Lys Gin Leu Gly His Glu Glu Asp Tyr Ala Leu Gly Lys Asp Cys He 
545 550 555 560 

Met His Gly Tyr Met Leu Lys Leu Gly Asn Pro Phe Leu Thr Gin Trp 
565 570 575 

Gin Arg Arg Tyr Phe Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Gly 
580 585 590 

Glu Gly Glu Ser Arg Gin Asn Leu Leu Thr Met Glu Gin He Leu Ser 
595 600 605 

Val Glu Glu Thr Gin He Lys Asp Lys Lys Cys He Leu Phe Arg He 
610 615 620 

Lys Gly Gly Lys Gin Phe Val Leu Gin Cys Glu Ser Asp Pro Glu Phe 
625 630 635 640 

Val Gin Trp Lys Lys Glu Leu Asn Glu Thr Phe Lys Glu Ala Gin Arg 
645 650 655 

Leu Leu Arg Arg Ala Pro Lys Phe Leu Asn Lys Pro Arg Ser Gly Thr 
660 665 670 

Val Glu Leu Pro Lys Pro Ser Leu Cys His Arg Asn Ser Asn Gly Leu 
675 680 685 
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<210> 50 

<211> 730 

<212> PRT 

<213> Homo sapiens 



<400> 50 

Met Leu Lys Thr lie Asn Leu Gin Asn Glu Gly Phe Thr Cys Thr He 
15 10 15 

Arg Tyr Arg Gin He Gly Pro Leu He Asp Arg Gin He Phe Arg Phe 
20 25 30 

Thr Glu Glu Gly Met Val Asn Ala Arg Phe Asp Tyr Asn Tyr Asp Asn 
35 40 45 

Ser Phe Arg Val Thr Ser Met Gin Ala Val He Asn Glu Thr Pro Leu 
50 55 60 

Pro He Asp Leu Tyr Arg Tyr Asp Asp Val Ser Gly Lys Thr Glu Gin 
65 70 75 80 

Phe Gly Lys Phe Gly Val He Tyr Tyr Asp He Asn Gin He He Thr 
85 90 95 

Thr Ala Val Met Thr His Thr Lys His Phe Asp Ala Tyr Gly Arg Met 
100 105 HO 

Lys Glu Val Gin Tyr Glu He Phe Arg Ser Leu Met Tyr Trp Met Thr 
115 120 125 

Val Gin Tyr Asp Asn Met Gly Arg Val Val Lys Lys Glu Leu Lys Val 
130 135 140 

Gly Pro Tyr Ala Asn Thr Thr Arg Tyr Ser Tyr Glu Tyr Asp Ala Asp 
145 150 155 160 

Gly Gin Leu Gin Thr Val Ser He Asn Asp Lys Pro Leu Trp Arg Tyr 
165 170 175 

Ser Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Ser Pro Gly Asn Ser 
180 185 190 

Ala Arg Leu Thr Pro Leu Arg Tyr Asp He Arg Asp Arg He Thr Arg 
195 200 205 

Leu Gly Asp Val Gin Tyr Lys Met Asp Glu Asp Gly Phe Leu Arg Gin 
210 215 220 

Arg Gly Gly Asp He Phe Glu Tyr Asn Ser Ala Gly Leu Leu He Lys 
225 ~ 230 235 240 

Ala Tyr Asn Arg Ala Gly Ser Trp Ser Val Arg Tyr Arg Tyr Asp Gly 



84 



245 250 255 

Leu Gly Arg Arg Val Ser Ser Lys Ser Ser His Ser His His Leu Gin 
260 265 270 

Phe Phe Tyr Ala Asp Leu Thr Asn Pro Thr Lys Val Thr His Leu Tyr 
275 280 285 

Asn His Ser Ser Ser Glu He Thr Ser Leu Tyr Tyr Asp Leu Gin Gly 
290 295 300 

His Leu Phe Ala Met Glu Leu Ser Ser Gly Asp Glu Phe Tyr He Ala 
305 310 315 320 

Cys Asp Asn He Gly Thr Pro Leu Ala Val Phe Ser Gly Thr Gly Leu 
325 330 335 

Met He Lys Gin He Leu Tyr Thr Ala Tyr Gly Glu He Tyr Met Asp 
340 345 350 

Thr Asn Pro Asn Phe Gin He He He Gly Tyr His Gly Gly Leu Tyr 
355 360 365 

Asp Pro Leu Thr Lys Leu Val His Met Gly Arg Arg Asp Tyr Asp Val 
370 375 380 

Leu Ala Gly Arg Trp Thr Ser Pro Asp His Glu Leu Trp Lys His Leu 
385 ' 390 395 400 

Ser Ser Ser Asn Val Met Pro Phe Asn Leu Tyr Met Phe Lys Asn Asn 
405 410 415 

Asn Pro He Ser Asn Ser Gin Asp He Lys Cys Phe Met Thr Asp Val 
420 425 430 

Asn Ser Trp Leu Leu Thr Phe Gly Phe Gin Leu His Asn Val He Pro 
435 440 445 

Gly Tyr Pro Lys Pro Asp Met Asp Ala Met Glu Pro Ser Tyr Glu Leu 
450 455 460 

He His Thr Gin Met Lys Thr Gin Glu Trp Asp Asn Ser Lys Ser He 
465 470 475 480 

Leu Gly Val Gin Cys Glu Val Gin Lys Gin Leu Lys Ala Phe Val Thr 
485 490 495 

Leu Glu Arg Phe Asp Gin Leu Tyr Gly Ser Thr He Thr Ser Cys Leu 
500 505 510 

Gin Ala Pro Lys Thr Lys Lys Phe Ala Ser Ser Gly Ser Val Phe Gly 
515 520 525 

Lys Gly Val Lys Phe Ala Leu Lys Asp Gly Arg Val Thr Thr Asp He 
530 535 540 

He Ser Val Ala Asn Glu Asp Gly Arg Arg Val Ala Ala He Leu Asn 
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545 550 555 560 

His Ala His Tyr Leu Glu Asn Leu His Phe Thr lie Asp Gly Val Asp 
565 570 575 

Thr His Tyr Phe Val Lys Pro Gly Pro Ser Glu Gly Asp Leu Ala lie 
580 585 590 

Leu Gly Leu Ser Gly Gly Arg Arg Thr Leu Glu Asn Gly Val Asn Val 
595 600 605 

Thr Val Ser Gin He Asn Thr Val Leu Ser Gly Arg Thr Arg Arg Tyr 
610 615 620 

Thr Asp He Gin Leu Gin Tyr Gly Ala Leu Cys Leu Asn Thr Arg Tyr 
625 630 635 640 

Gly Thr Thr Leu Asp Glu Glu Lys Ala Arg Val Leu Glu Leu Ala Arg 
645 650 655 

Gin Arg Ala Val Arg Gin Ala Trp Ala Arg Glu Gin Gin Arg Leu Arg 
660 665 670 

Glu Gly Glu Glu Gly Leu Arg Ala Trp Thr Glu Gly Glu Lys Gin Gin 
675 680 685 

Val Leu Ser Thr Gly Arg Val Gin Gly Tyr Asp Gly Phe Phe Val He 
690 695 700 

Ser Val Glu Gin Tyr Pro Glu Leu Ser Asp Ser Ala Asn Asn He His 
705 710 715 720 

Phe Met Arg Gin Ser Glu Met Gly Arg Arg 
725 730 



<210> 51 

<211> 2715 

<212> PRT 

<213> Mus musculus 

<400> 51 

Met Asp Val Lys Glu Arg Arg Pro Tyr Cys Ser Leu Thr Lys Ser Arg 
15 10 15 

Arg Glu Lys Glu Arg Arg Tyr Thr Asn Ser Ser Ala Asp Asn Glu Glu 
20 25 30 

Cys Arg Val Pro Thr Gin Lys Ser Tyr Ser Ser Ser Glu Thr Leu Lys 
35 40 45 

Ala Phe Asp His Asp Tyr Ser Arg Leu Leu Tyr Gly Asn Arg Val Lys 
50 55 60 

Asp Leu Val His Arg Glu Ala Asp Glu Tyr Thr Arg Gin Gly Gin Asn 
65 70 75 80 
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Phe Thr Leu Arg Gin Leu Gly Val Cys Glu Ser Ala Thr Arg Arg Gly 
85 90 95 

Val Ala Phe Cys Ala Glu Met Gly Leu Pro His Arg Gly Tyr Ser He 
100 105 HO 

Ser Ala Gly Ser Asp Ala Asp Thr Glu Asn Glu Ala Val Met Ser Pro 
115 120 125 

Glu His Ala Met Arg Leu Trp Gly Arg Gly Val Lys Ser Gly Arg Ser 
130 135 140 

Ser Cys Leu Ser Ser Arg Ser Asn Ser Ala Leu Thr Leu Thr Asp Thr 
145 150 155 160 

Glu His Glu Asn Arg Ser Asp Ser Glu Ser Glu Gin Pro Ser Asn Asn 
165 170 175 

Pro Gly Gin Pro Thr Leu Gin Pro Leu Pro Pro Ser His Lys Gin His 
180 185 190 

Pro Ala Gin His His Pro Ser He Thr Ser Leu Asn Arg Asn Ser Leu 
195 200 205 

Thr Asn Arg Arg Asn Gin Ser Pro Ala Pro Pro Ala Ala Leu Pro Ala 
210 215 220 

Glu Leu Gin Thr Thr Pro Glu Ser Val Gin Leu Gin Asp Ser Trp Val 
225 230 235 240 

Leu Gly Ser Asn Val Pro Leu Glu Ser Arg His Phe Leu Phe Lys Thr 
245 250 255 

Gly Thr Gly Thr Thr Pro Leu Phe Ser Thr Ala Thr Pro Gly Tyr Thr 
260 265 270 

Met Ala Ser Gly Ser Val Tyr Ser Pro Pro Thr Arg Pro Leu Pro Arg 
275 280 285 

Asn Thr Leu Ser Arg Ser Ala Phe Lys Phe Lys Lys Ser Ser Lys Tyr 
290 295 300 

Cys Ser Trp Arg Cys Thr Ala Leu Cys Ala Val Gly Val Ser Val Leu 
305 ' 310 315 320 

Leu Ala He Leu Leu Ser Tyr Phe He Ala Met His Leu Phe Gly Leu 
325 330 335 

Asn Trp His Leu Gin Gin Thr Glu Asn Asp Thr Phe Glu Asn Gly Lys 
340 345 350 

Val Asn Ser Asp Thr Val Pro Thr Asn Thr Val Ser Leu Pro Ser Gly 
355 360 365 

Asp Asn Gly Lys Leu Gly Gly Phe Thr His Glu Asn Asn Thr He Asp 
370 375 380 
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Ser Gly Glu Leu Asp He Gly Arg Arg Ala He Gin Glu Val Pro Pro 
385 " 390 395 400 

Gly He Phe Trp Arg Ser Gin Leu Phe He Asp Gin Pro Gin Phe Leu 
405 410 415 

Lys Phe Asn He Ser Leu Gin Lys Asp Ala Leu He Gly Val Tyr Gly 
420 425 430 

Arg Lys Gly Leu Pro Pro Ser His Thr Gin Tyr Asp Phe Val Glu Leu 
435 440 445 

Leu Asp Gly Ser Arg Leu He Ala Arg Glu Gin Arg Asn Leu Val Glu 
450 455 460 

Ser Glu Arg Ala Gly Arg Gin Ala Arg Ser Val Ser Leu His Glu Ala 
465 470 475 480 

Gly Phe He Gin Tyr Leu Asp Ser Gly He Trp His Leu Ala Phe Tyr 
485 490 495 

Asn Asp Gly Lys Asn Pro Glu Gin Val Ser Phe Asn Thr He Val He 
500 505 510 

Glu Ser Val Val Glu Cys Pro Arg Asn Cys His Gly Asn Gly Glu Cys 
515 520 525 

Val Ser Gly Thr Cys His Cys Phe Pro Gly Phe Leu Gly Pro Asp Cys 
530 535 540 

Ser Arg Ala Ala Cys Pro Val Leu Cys Ser Gly Asn Gly Gin Tyr Ser 
545 550 555 560 

Lys Gly Arg Cys Leu Cys Phe Ser Gly Trp Lys Gly Thr Glu Cys Asp 
565 570 575 

Val Pro Thr Thr Gin Cys He Asp Pro Gin Cys Gly Gly Arg Gly He 
580 585 590 

Cys He Met Gly Ser Cys Ala Cys Asn Ser Gly Tyr Lys Gly Glu Asn 
595 600 605 

Cys Glu Glu Ala Asp Cys Leu Asp Pro Gly Cys Ser Asn His Gly Val 
610 615 620 

Cys He His Gly Glu Cys His Cys Asn Pro Gly Trp Gly Gly Ser Asn 
625 630 635 640 

Cys Glu He Leu Lys Thr Met Cys Ala Asp Gin Cys Ser Gly His Gly 
645 650 655 

Thr Tyr Leu Gin Glu Ser Gly Ser Cys Thr Cys Asp Pro Asn Trp Thr 
660 665 670 

Gly Pro Asp Cys Ser Asn Glu He Cys Ser Val Asp Cys Gly Ser His 
675 680 685 
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Gly Val Cys Met Gly Gly Ser Cys Arg Cys Glu Glu Gly Trp Thr Gly 
690 695 700 

Pro Ala Cys Asn Gin Arg Ala Cys His Pro Arg Cys Ala Glu His Gly 
705 710 715 720 

Thr Cys Lys Asp Gly Lys Cys Glu Cys Ser Gin Gly Trp Asn Gly Glu 
725 730 735 

His Cys Thr lie Ala His Tyr Leu Asp Lys lie Val Lys Glu Gly Cys 
740 745 750 

Pro Gly Leu Cys Asn Ser Asn Gly Arg Cys Thr Leu Asp Gin Asn Gly 
755 760 765 

Trp His Cys Val Cys Gin Pro Gly Trp Arg Gly Ala Gly Cys Asp Val 
770 775 780 

Ala Met Glu Thr Leu Cys Thr Asp Ser Lys Asp Asn Glu Gly Asp Gly 
785 790 795 800 

Leu lie Asp Cys Met Asp Pro Asp Cys Cys Leu Gin Ser Ser Cys Gin 
805 810 815 

Asn Gin Pro Tyr Cys Arg Gly Leu Pro Asp Pro Gin Asp lie lie Ser 
820 825 830 

Gin Ser Leu Gin Thr Pro Ser Gin Gin Ala Ala Lys Ser Phe Tyr Asp 
835 840 845 

Arg He Ser Phe Leu He Gly Ser Asp Ser Thr His Val Leu Pro Gly 
850 855 860 

Glu Ser Pro Phe Asn Lys Ser Leu Ala Ser Val He Arg Gly Gin Val 
865 870 875 880 

Leu Thr Ala Asp Gly Thr Pro Leu He Gly Val Asn Val Ser Phe Leu 
885 890 895 

His Tyr Ser Glu Tyr Gly Tyr Thr He Thr Arg Gin Asp Gly Met Phe 
900 905 910 

Asp Leu Val Ala Asn Gly Gly Ala Ser Leu Thr Leu Val Phe Glu Arg 
915 920 925 

Ser Pro Phe Leu Thr Gin Tyr His Thr Val Trp He Pro Trp Asn Val 
930 935 940 

Phe Tyr Val Met Asp Thr Leu Val Met Lys Lys Glu Glu Asn Asp He 
945 950 955 960 

Pro Ser Cys Asp Leu Ser Gly Phe Val Arg Pro Ser Pro He He Val 
965 970 975 

Ser Ser Pro Leu Ser Thr Phe Phe Arg Ser Ser Pro Glu Asp Ser Pro 
980 985 990 
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lie lie Pro Glu Thr Gin Val Leu His Glu Glu Thr Thr lie Pro Gly 
995 1000 1005 



Thr Asp Leu Lys Leu Ser Tyr Leu Ser Ser Arg Ala Ala Gly Tyr Lys 
1010 1015 1020 

Ser Val Leu Lys He Thr Met Thr Gin Ala Val He Pro Phe Asn Leu 
1025 1030 1035 1040 

Met Lys Val His Leu Met Val Ala Val Val Gly Arg Leu Phe Gin Lys 
1045 1050 1055 

Trp Phe Pro Ala Ser Pro Asn Leu Ala Tyr Thr Phe He Trp Asp Lys 
1060 1065 1070 

Thr Asp Ala Tyr Asn Gin Lys Val Tyr Gly Leu Ser Glu Ala Val Val 
1075 1080 1085 

Ser Val Gly Tyr Glu Tyr Glu Ser Cys Leu Asp Leu Thr Leu Trp Glu 
1090 1095 HOO 

Lys Arg Thr Ala Val Leu Gin Gly Tyr Glu Leu Asp Ala Ser Asn Met 
1105 " 1110 1115 1120 

Gly Gly Trp Thr Leu Asp Lys His His Val Leu Asp Val Gin Asn Gly 
1125 1130 1135 

He Leu Tyr Lys Gly Asn Gly Glu Asn Gin Phe He Ser Gin Gin Pro 
1140 1145 1150 

Pro Val Val Ser Ser lie Met Gly Asn Gly Arg Arg Arg Ser He Ser 
1155 1160 1165 

Cys Pro Ser Cys Asn Gly Gin Ala Asp Gly Asn Lys Leu Leu Ala Pro 
1170 1175 1180 

Val Ala Leu Ala Cys Gly He Asp Gly Ser Leu Tyr Val Gly Asp Phe 
1185 1190 1195 1200 

Asn Tyr Val Arg Arg He Phe Pro Ser Gly Asn Val Thr Ser Val Leu 
1205 1210 1215 

Glu Leu Arg Asn Lys Asp Phe Arg His Ser Ser Asn Pro Ala His Arg 
1220 1225 1230 

Tyr Tyr Leu Ala Thr Asp Pro Val Thr Gly Asp Leu Tyr Val Ser Asp 
1235 1240 1245 

Thr Asn Thr Arg Arg He Tyr Arg Pro Lys Ser Leu Thr Gly Ala Lys 
1250 1255 1260 

Asp Leu Thr Lys Asn Ala Glu Val Val Ala Gly Thr Gly Glu Gin Cys 
1265 1270 1275 1280 

Leu Pro Phe Asp Glu Ala Arg Cys Gly Asp Gly Gly Lys Ala Val Glu 
1285 1290 1295 
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Ala Thr Leu Met Ser Pro Lys Gly Met Ala lie Asp Lys Asn Gly Leu 
1300 1305 1310 

lie Tyr Phe Val Asp Gly Thr Met lie Arg Lys Val Asp Gin Asn Gly 
1315 1320 1325 

lie lie Ser Thr Leu Leu Gly Ser Asn Asp Leu Thr Ser Ala Arg Pro 
1330 1335 1340 

Leu Thr Cys Asp Thr Ser Met His lie Ser Gin Val Arg Leu Glu Trp 
1345 1350 1355 1360 

Pro Thr Asp Leu Ala He Asn Pro Met Asp Asn Ser He Tyr Val Leu 
1365 1370 1375 

Asp Asn Asn Val Val Leu Gin He Thr Glu Asn Arg Gin Val Arg He 
1380 1385 1390 

Ala Ala Gly Arg Pro Met His Cys Gin Val Pro Gly Val Glu Tyr Pro 
1395 1400 1405 

Val Gly Lys His Ala Val Gin Thr Thr Leu Glu Ser Ala Thr Ala He 
1410 1415 1420 

Ala Val Ser Tyr Ser Gly Val Leu Tyr He Thr Glu Thr Asp Glu Lys 
1425 1430 1435 1440 

Lys He Asn Arg He Arg Gin Val Thr Thr Asp Gly Glu He Ser Leu 
1445 1450 1455 

Val Ala Gly He Pro Ser Glu Cys Asp Cys Lys Asn Asp Ala Asn Cys 
1460 1465 1470 

Asp Cys Tyr Gin Ser Gly Asp Gly Tyr Ala Lys Asp Ala Lys Leu Asn 
1475 1480 1485 

Ala Pro Ser Ser Leu Ala Ala Ser Pro Asp Gly Thr Leu Tyr He Ala 
1490 1495 1500 

Asp Leu Gly Asn He Arg He Arg Ala Val Ser Lys Asn Lys Pro Leu 
1505 1510 1515 1520 

Leu Asn Ser Met Asn Phe Tyr Glu Val Ala Ser Pro Thr Asp Gin Glu 
1525 1530 1535 

Leu Tyr He Phe Asp He Asn Gly Thr His Gin Tyr Thr Val Ser Leu 
1540 1545 1550 

Val Thr Gly Asp Tyr Leu Tyr Asn Phe Ser Tyr Ser Asn Asp Asn Asp 
1555 1560 1565 

Val Thr Ala Val Thr Asp Ser Asn Gly Asn Thr Leu Arg He Arg Arg 
1570 1575 1580 

Asp Pro Asn Arg Met Pro Val Arg Val Val Ser Pro Asp Asn Gin Val 
1585 1590 1595 1600 
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lie Trp Leu Thr lie Gly Thr Asn Gly Cys Leu Lys Ser Met Thr Ala 
1605 1610 1615 



Gin Gly Leu Glu Leu Val Leu Phe Thr Tyr His Gly Asn Ser Gly Leu 
1620 1625 1630 

Leu Ala Thr Lys Ser Asp Glu Thr Gly Trp Thr Thr Phe Phe Asp Tyr 
1635 1640 1645 

Asp Ser Glu Gly Arg Leu Thr Asn Val Thr Phe Pro Thr Gly Val Val 
1650 1655 1660 

Thr Asn Leu His Gly Asp Met Asp Lys Ala He Thr Val Asp He Glu 
1665 1670 1675 1680 

Ser Ser Ser Arg Glu Glu Asp Val Ser He Thr Ser Asn Leu Ser Ser 
1685 1690 1695 

He Asp Ser Phe Tyr Thr Met Val Gin Asp Gin Leu Arg Asn Ser Tyr 
1700 1705 1710 

Gin He Gly Tyr Asp Gly Ser Leu Arg He Phe Tyr Ala Ser Gly Leu 
1715 1720 1725 

Asp Ser His Tyr Gin Thr Glu Pro His Val Leu Ala Gly Thr Ala Asn 
1730 1735 1740 

Pro Thr Val Ala Lys Arg Asn Met Thr Leu Pro Gly Glu Asn Gly Gin 
1745 1750 1755 1760 

Asn Leu Val Glu Trp Arg Phe Arg Lys Glu Gin Ala Gin Gly Lys Val 
1765 1770 1775 

Asn Val Phe Gly Arg Lys Leu Arg Val Asn Gly Arg Asn Leu Leu Ser 
1780 1785 1790 

Val Asp Phe Asp Arg Thr Thr Lys Thr Glu Lys He Tyr Asp Asp His 
1795 1800 1805 

Arg Lys Phe Leu Leu Arg He Ala Tyr Asp Thr Ser Gly His Pro Thr 
1810 1815 1820 

Leu Trp Leu Pro Ser Ser Lys Leu Met Ala Val Asn Val Thr Tyr Ser 
1825 1830 1835 1840 

Ser Thr Gly Gin He Ala Ser He Gin Arg Gly Thr Thr Ser Glu Lys 
1845 1850 1855 

Val Asp Tyr Asp Ser Gin Gly Arg He Val Ser Arg Val Phe Ala Asp 
1860 1865 1870 

Gly Lys Thr Trp Ser Tyr Thr Tyr Leu Glu Lys Ser Met Val Leu Leu 
1875 1880 1885 

Leu His Ser Gin Arg Gin Tyr He Phe Glu Tyr Asp Met Trp Asp Arg 
1890 1895 1900 
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Leu Ser Ala He Thr Met Pro Ser Val Ala Arg His Thr Met Gin Thr 
1905 1910 1915 1920 

He Arg Ser He Gly Tyr Tyr Arg Asn He Tyr Asn Pro Pro Glu Ser 
1925 1930 1935 

Asn Ala Ser He He Thr Asp Tyr Asn Glu Glu Gly Leu Leu Leu Gin 
1940 1945 1950 

Thr Ala Phe Leu Gly Thr Ser Arg Arg Val Leu Phe Lys Tyr Arg Arg 
1955 I960 1965 

Gin Thr Arg Leu Ser Glu He Leu Tyr Asp Ser Thr Arg Val Ser Phe 
1970 1975 1980 

Thr Tyr Asp Glu Thr Ala Gly Val Leu Lys Thr Val Asn Leu Gin Ser 
1985 ~ 1990 1995 2000 

Asp Gly Phe He Cys Thr He Arg Tyr Arg Gin He Gly Pro Leu He 
2005 2010 2015 

Asp Arg Gin He Phe Arg Phe Ser Glu Asp Gly Met Val Asn Ala Arg 
2020 2025 2030 

Phe Asp Tyr Ser Tyr Asp Asn Ser Phe Arg Val Thr Ser Met Gin Gly 
2035 2040 2045 

Val He Asn Glu Thr Pro Leu Pro He Asp Leu Tyr Gin Phe Asp Asp 
2050 2055 2060 

He Ser Gly Lys Val Glu Gin Phe Gly Lys Phe Gly Val lie Tyr Tyr 
2065 2070 2075 2080 

Asp He Asn Gin He He Ser Thr Ala Val Met Thr Tyr Thr Lys His 
2085 2090 2095 

Phe Asp Ala His Gly Arg He Lys Glu He Gin Tyr Glu He Phe Arg 
2100 2105 2110 

Ser Leu Met Tyr Trp He Thr He Gin Tyr Asp Asn Met Gly Arg Val 
2115 2120 2125 

Thr Lys Arg Glu He Lys He Gly Pro Phe Ala Asn Thr Thr Lys Tyr 
2130 2135 2140 

Ala Tyr Glu Tyr Asp Val Asp Gly Gin Leu Gin Thr Val Tyr Leu Asn 
2145 2150 2155 2160 

Glu Lys He Met Trp Arg Tyr Asn Tyr Asp Leu Asn Gly Asn Leu His 
2165 2170 2175 

Leu Leu Asn Pro Ser Ser Ser Ala Arg Leu Thr Pro Leu Arg Tyr Asp 
2180 2185 2190 

Leu Arg Asp Arg He Thr Arg Leu Gly Asp Val Gin Tyr Arg Leu Asp 
2195 2200 2205 
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Glu Asp Gly Phe Leu Arg Gin Arg Gly Thr Glu lie Phe Glu Tyr Ser 
2210 2215 2220 

Ser Lys Gly Leu Leu Thr Arg Val Tyr Ser Lys Gly Ser Gly Trp Thr 
2225 2230 2235 2240 

Val He Tyr Arg Tyr Asp Gly Leu Gly Arg Arg Val Ser Ser Lys Thr 
2245 2250 2255 

Ser Leu Gly Gin His Leu Gin Phe Phe Tyr Ala Asp Leu Thr Tyr Pro 
2260 2265 2270 

Thr Arg He Thr His Val Tyr Asn His Ser Ser Ser Glu He Thr Ser 
2275 2280 2285 

Leu Tyr Tyr Asp Leu Gin Gly His Leu Phe Ala Met Glu He Ser Ser 
2290 2295 2300 

Gly Asp Glu Phe Tyr He Ala Ser Asp Asn Thr Gly Thr Pro Leu Ala 
2305 * 2310 2315 2320 

Val Phe Ser Ser Asn Gly Leu Met Leu Lys Gin Thr Gin Tyr Thr Ala 
2325 2330 2335 

Tyr Gly Glu He Tyr Phe Asp Ser Asn Val Asp Phe Gin Leu Val He 
2340 2345 2350 

Gly Phe His Gly Gly Leu Tyr Asp Pro Leu Thr Lys Leu He His Phe 
2355 2360 2365 

Gly Glu Arg Asp Tyr Asp He Leu Ala Gly Arg Trp Thr Thr Pro Asp 
2370 2375 2380 

He Glu He Trp Lys Arg He Gly Lys Asp Pro Ala Pro Phe Asn Leu 
2385 2390 2395 2400 

Tyr Met Phe Arg Asn Asn Asn Pro Ala Ser Lys He His Asp Val Lys 
2405 2410 2415 

Asp Tyr lie Thr Asp Val Asn Ser Trp Leu Val Thr Phe Gly Phe His 
2420 2425 2430 

Leu His Asn Ala He Pro Gly Phe Pro Val Pro Lys Phe Asp Leu Thr 
2435 2440 2445 

Glu Pro Ser Tyr Glu Leu Val Lys Ser Gin Gin Trp Glu Asp Val Pro 
2450 2455 2460 

Pro He Phe Gly Val Gin Gin Gin Val Ala Arg Gin Ala Lys Ala Phe 
2465 2470 2475 2480 

Leu Ser Leu Gly Lys Met Ala Glu Val Gin Val Ser Arg Arg Lys Ala 
2485 2490 2495 

Gly Ala Glu Gin Ser Trp Leu Trp Phe Ala Thr Val Lys Ser Leu He 
2500 2505 2510 
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Gly Lys Gly Val Met Leu Ala Val Ser Gin Gly Arg Val Gin Thr Asn 
2515 2520 2525 

Val Leu Asn lie Ala Asn Glu Asp Cys lie Lys Val Ala Ala Val Leu 
2530 2535 2540 

Asn Asn Ala Phe Tyr Leu Glu Asn Leu His Phe Thr lie Glu Gly Lys 
2545 2550 2555 2560 

Asp Thr His Tyr Phe He Lys Thr Thr Thr Pro Glu Ser Asp Leu Gly 
2565 2570 2575 

Thr Leu Arg Leu Thr Ser Gly Arg Lys Ala Leu Glu Asn Gly He Asn 
2580 2585 2590 

Val Thr Val Ser Gin Ser Thr Thr Val Val Asn Gly Arg Thr Arg Arg 
2595 2600 2605 

Phe Ala Asp Val Glu Met Gin Phe Gly Ala Leu Ala Leu His Val Arg 
2610 2615 2620 

Tyr Gly Met Thr Leu Asp Glu Glu Lys Ala Arg He Leu Glu Gin Ala 
2625 2630 2635 2640 

Arg Gin Arg Ala Leu Ala Arg Ala Trp Ala Arg Glu Gin Gin Arg Val 
2645 2650 2655 

Arg Asp Gly Glu Glu Gly Ala Arg Leu Trp Thr Glu Gly Glu Lys Arg 
2660 2665 2670 

Gin Leu Leu Ser Ala Gly Lys Val Gin Gly Tyr Asp Gly Tyr Tyr Val 
2675 2680 2685 

Leu Ser Val Glu Gin Tyr Pro Glu Leu Ala Asp Ser Ala Asn Asn He 
2690 2695 2700 

Gin Phe Leu Arg Gin Ser Glu He Gly Lys Arg 
2705 2710 2715 



<210> 52 
<211> 2725 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Met Glu Gin Thr Asp Cys Lys Pro Tyr Gin Pro Leu Pro Lys Val Lys 
15 10 15 

His Glu Met Asp Leu Ala Tyr Thr Ser Ser Ser Asp Glu Ser Glu Asp 
20 25 30 

Gly Arg Lys Pro Arg Gin Ser Tyr Asn Ser Arg Glu Thr Leu His Glu 
35 40 45 

Tyr Asn Gin Glu Leu Arg Met Asn Tyr Asn Ser Gin Ser Arg Lys Arg 
50 55 60 
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Lys Glu Val Glu Lys Ser Thr Gin Glu Met Glu Phe Cys Glu Thr Ser 
65 70 75 80 

His Thr Leu Cys Ser Gly Tyr Gin Thr Asp Met His Ser Val Ser Arg 
85 90 95 

His Gly Tyr Gin Leu Glu Met Gly Ser Asp Val Asp Thr Glu Thr Glu 
100 105 HO 

Gly Ala Ala Ser Pro Asp His Ala Leu Arg Met Trp He Arg Gly Met 
115 120 125 

Lys Ser Glu His Ser Ser Cys Leu Ser Ser Arg Ala Asn Ser Ala Leu 
130 135 140 

Ser Leu Thr Asp Thr Asp His Glu Arg Lys Ser Asp Gly Glu Asn Gly 
145 150 155 160 

Phe Lys Phe Ser Pro Val Cys Cys Asp Met Glu Ala Gin Ala Gly Ser 
165 170 175 

Thr Gin Asp Val Gin Ser Ser Pro His Asn Gin Phe Thr Phe Arg Pro 
180 185 190 

Leu Pro Pro Pro Pro Pro Pro Pro His Ala Cys Thr Cys Ala Arg Lys 
195 200 205 

Pro Pro Pro Ala Ala Asp Ser Leu Gin Arg Arg Ser Met Thr Thr Arg 
210 215 220 

Ser Gin Pro Ser Pro Ala Ala Pro Ala Pro Pro Thr Ser Thr Gin Asp 
225 230 235 240 

Ser Val His Leu His Asn Ser Trp Val Leu Asn Ser Asn He Pro Leu 
245 250 255 

Glu Thr Arg His Phe Leu Phe Lys His Gly Ser Gly Ser Ser Ala He 
260 265 270 

Phe Ser Ala Ala Ser Gin Asn Tyr Pro Leu Thr Ser Asn Thr Val Tyr 
275 280 285 

Ser Pro Pro Pro Arg Pro Leu Pro Arg Ser Thr Phe Ser Arg Pro Ala 
290 295 300 

Phe Thr Phe Asn Lys Pro Tyr Arg Cys Cys Asn Trp Lys Cys Thr Ala 
305 310 315 320 

Leu Ser Ala Thr Ala He Thr Val Thr Leu Ala Leu Leu Leu Ala Tyr 
325 330 335 

Val He Ala Val His Leu Phe Gly Leu Thr Trp Gin Leu Gin Pro Val 
340 345 350 



Glu Gly Glu Leu Tyr Ala Asn Gly Val Ser Lys Gly Asn Arg Gly Thr 
355 360 365 
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Glu Ser Met Asp Thr Thr Tyr Ser Pro lie Gly Gly Lys Val Ser Asp 
370 375 380 

Lys Ser Glu Lys Lys Val Phe Gin Lys Gly Arg Ala lie Asp Thr Gly 
385 390 395 400 

Glu Val Asp lie Gly Ala Gin Val Met Gin Thr lie Pro Pro Gly Leu 
405 410 415 

Phe Trp Arg Phe Gin lie Thr lie His His Pro lie Tyr Leu Lys Phe 
420 425 430 

Asn lie Ser Leu Ala Lys Asp Ser Leu Leu Gly lie Tyr Gly Arg Arg 
435 440 445 

Asn lie Pro Pro Thr His Thr Gin Phe Asp Phe Val Lys Leu Met Asp 
450 455 460 

Gly Lys Gin Leu Val Lys Gin Asp Ser Lys Gly Ser Asp Asp Thr Gin 
465 470 475 480 

His Ser Pro Arg Asn Leu lie Leu Thr Ser Leu Gin Glu Thr Gly Phe 
485 490 495 

lie Glu Tyr Met Asp Gin Gly Pro Trp Tyr Leu Ala Phe Tyr Asn Asp 
500 505 510 

Gly Lys Lys Met Glu Gin Val Phe Val Leu Thr Thr Ala lie Glu lie 
515 520 525 

Met Asp Asp Cys Ser Thr Asn Cys Asn Gly Asn Gly Glu Cys lie Ser 
530 535 540 

Gly His Cys His Cys Phe Pro Gly Phe Leu Gly Pro Asp Cys Ala Arg 
545 550 555 560 

Asp Ser Cys Pro Val Leu Cys Gly Gly Asn Gly Glu Tyr Glu Lys Gly 
565 570 575 

His Cys Val Cys Arg His Gly Trp Lys Gly Pro Glu Cys Asp Val Pro 
580 585 590 

Glu Glu Gin Cys lie Asp Pro Thr Cys Phe Gly His Gly Thr Cys lie 
595 600 605 

Met Gly Val Cys lie Cys Val Pro Gly Tyr Lys Gly Glu lie Cys Glu 
610 615 620 

Glu Glu Asp Cys Leu Asp Pro Met Cys Ser Asn His Gly lie Cys Val 
625 630 635 640 

Lys Gly Glu Cys His Cys Ser Thr Gly Trp Gly Gly Val Asn Cys Glu 
645 650 655 

Thr Pro Leu Pro Val Cys Gin Glu Gin Cys Ser Gly His Gly Thr Phe 
660 665 670 
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Leu Leu Asp Ala Gly Val Cys Ser Cys Asp Pro Lys Trp Thr Gly Ser 
675 680 685 

Asp Cys Ser Thr Glu Leu Cys Thr Met Glu Cys Gly Ser His Gly Val 
690 695 700 

Cys Ser Arg Gly He Cys Gin Cys Glu Glu Gly Trp Val Gly Pro Thr 
705 710 715 720 

Cys Glu Glu Arg Ser Cys His Ser His Cys Thr Glu His Gly Gin Cys 
725 730 735 

Lys Asp Gly Lys Cys Glu Cys Ser Pro Gly Trp Glu Gly Asp His Cys 
740 745 750 

Thr He Ala His Tyr Leu Asp Ala Val Arg Asp Gly Cys Pro Gly Leu 
755 760 765 

Cys Phe Gly Asn Gly Arg Cys Thr Leu Asp Gin Asn Gly Trp His Cys 
770 775 780 

Val Cys Gin Val Gly Trp Ser Gly Thr Gly Cys Asn Val Val Met Glu 
785 790 795 800 

Met Leu Cys Gly Asp Asn Leu Asp Asn Asp Gly Asp Gly Leu Thr Asp 
805 810 815 

Cys Val Asp Pro Asp Cys Cys Gin Gin Ser Asn Cys Tyr He Ser Pro 
820 825 830 

Leu Cys Gin Gly Ser Pro Asp Pro Leu Asp Leu He Gin Gin Ser Gin 
835 840 845 

Thr Leu Phe Ser Gin His Thr Ser Arg Leu Phe Tyr Asp Arg He Lys 
850 855 860 

Phe Leu He Gly Lys Asp Ser Thr His Val He Pro Pro Glu Val Ser 
865 870 875 880 

Phe Asp Ser Arg Arg Ala Cys Val He Arg Gly Gin Val Val Ala He 
885 890 895 

Asp Gly Thr Pro Leu Val Gly Val Asn Val Ser Phe Leu His His Ser 
900 905 910 

Asp Tyr Gly Phe Thr He Ser Arg Gin Asp Gly Ser Phe Asp Leu Val 
915 920 925 

Ala He Gly Gly He Ser Val He Leu He Phe Asp Arg Ser Pro Phe 
930 935 940 

Leu Pro Glu Lys Arg Thr Leu Trp Leu Pro Trp Asn Gin Phe He Val 
945 950 955 960 

Val Glu Lys Val Thr Met Gin Arg Val Val Ser Asp Pro Pro Ser Cys 
965 970 975 
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Asp lie Ser Asn Phe lie Ser Pro Asn Pro lie Val Leu Pro Ser Pro 
980 985 990 



Leu Thr Ser Phe Gly Gly Ser Cys Pro Glu Arg Gly Thr lie Val Pro 
995 1000 1005 

Glu Leu Gin Val Val Gin Glu Glu He Pro He Pro Ser Ser Phe Val 
1010 1015 1020 

Arg Leu Ser Tyr Leu Ser Ser Arg Thr Pro Gly Tyr Lys Thr Leu Leu 
1025 1030 1035 1040 

Arg He Leu Leu Thr His Ser Thr He Pro Val Gly Met He Lys Val 
1045 1050 1055 

His Leu Thr Val Ala Val Glu Gly Arg Leu Thr Gin Lys Trp Phe Pro 
1060 1065 1070 

Ala Ala He Asn Leu Val Tyr Thr Phe Ala Trp Asn Lys Thr Asp He 
1075 1080 1085 

Tyr Gly Gin Lys Val Trp Gly Leu Ala Glu Ala Leu Val Ser Val Gly 
1090 1095 1100 

Tyr Glu Tyr Glu Thr Cys Pro Asp Phe He Leu Trp Glu Gin Arg Thr 
1105 1110 1115 1120 

Val Val Leu Gin Gly Phe Glu Met Asp Ala Ser Asn Leu Gly Gly Trp 
1125 1130 1135 

Ser Leu Asn Lys His His He Leu Asn Pro Gin Ser Gly He He His 
1140 1145 1150 

Lys Gly Asn Gly Glu Asn Met Phe He Ser Gin Gin Pro Pro Val He 
1155 1160 1165 

Ser Thr He Met Gly Asn Gly His Gin Arg Ser Val Ala Cys Thr Asn 
1170 1175 1180 

Cys Asn Gly Pro Ala His Asn Asn Lys Leu Phe Ala Pro Val Ala Leu 
1185 1190 1195 1200 

Ala Ser Gly Pro Asp Gly Ser Val Tyr Val Gly Asp Phe Asn Phe Val 
1205 1210 1215 

Arg Arg He Phe Pro Ser Gly Asn Ser Val Ser He Leu Glu Leu Ser 
1220 1225 1230 

Thr Ser Pro Ala His Lys Tyr Tyr Leu Ala Met Asp Pro Val Ser Glu 
1235 1240 1245 

Ser Leu Tyr Leu Ser Asp Thr Asn Thr Arg Lys Val Tyr Lys Leu Lys 
1250 1255 1260 

Ser Leu Val Glu Thr Lys Asp Leu Ser Lys Asn Phe Glu Val Val Ala 
1265 1270 1275 1280 
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Gly Thr Gly Asp Gin Cys Leu Pro Phe Asp Gin Ser His Cys Gly Asp 
1285 1290 1295 



Gly Gly Arg Ala Ser Glu Ala Ser Leu Asn Ser Pro Arg Gly lie Thr 
1300 1305 1310 

Val Asp Arg His Gly Phe lie Tyr Phe Val Asp Gly Thr Met lie Arg 
1315 1320 1325 

Lys He Asp Glu Asn Ala Val He Thr Thr Val He Gly Ser Asn Gly 
1330 1335 1340 

Leu Thr Ser Thr Gin Pro Leu Ser Cys Asp Ser Gly Met Asp He Thr 
1345 1350 1355 1360 

Gin Val Arg Leu Glu Trp Pro Thr Asp Leu Ala Val Asn Pro Met Asp 
1365 1370 1375 

Asn Ser Leu Tyr Val Leu Asp Asn Asn He Val Leu Gin He Ser Glu 
1380 1385 1390 

Asn Arg Arg Val Arg He He Ala Gly Arg Pro He His Cys Gin Val 
1395 1400 1405 

Pro Gly He Asp His Phe Leu Val Ser Lys Val Ala He His Ser Thr 
1410 1415 1420 

Leu Glu Ser Ala Arg Ala He Ser Val Ser His Ser Gly Leu Leu Phe 
1425 1430 1435 1440 

He Ala Glu Thr Asp Glu Arg Lys Val Asn Arg He Gin Gin Val Thr 
1445 1450 1455 

Thr Asn Gly Glu He Tyr He He Ala Gly Ala Pro Thr Asp Cys Asp 
1460 1465 1470 

Cys Lys He Asp Pro Asn Cys Asp Cys Phe Ser Gly Asp Gly Gly Tyr 
1475 1480 1485 

Ala Lys Asp Ala Lys Met Lys Ala Pro Ser Ser Leu Ala Val Ser Pro 
1490 1495 1500 

Asp Gly Thr Leu Tyr Val Ala Asp Leu Gly Asn Val Arg He Arg Thr 
1505 1510 1515 1520 

He Ser Arg Asn Gin Ala His Leu Asn Asp Met Asn He Tyr Glu He 
1525 1530 1535 

Ala Ser Pro Ala Asp Gin Glu Leu Tyr Gin Phe Thr Val Asn Gly Thr 
1540 1545 1550 

His Leu His Thr Leu Asn Leu He Thr Arg Asp Tyr Val Tyr Asn Phe 
1555 1560 1565 

Thr Tyr Asn Ser Glu Gly Asp Leu Gly Ala He Thr Ser Ser Asn Gly 
1570 1575 1580 
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Asn Ser Val His lie Arg Arg Asp Ala Gly Gly Met Pro Leu Trp Leu 
1585 1590 1595 1600 

Val Val Pro Gly Gly Gin Val Tyr Trp Leu Thr lie Ser Ser Asn Gly 
1605 1610 1615 

Val Leu Lys Arg Val Ser Ala Gin Gly Tyr Asn Leu Ala Leu Met Thr 
1620 1625 1630 

Tyr Pro Gly Asn Thr Gly Leu Leu Ala Thr Lys Ser Asn Glu Asn Gly 
1635 1640 1645 

Trp Thr Thr Val Tyr Glu Tyr Asp Pro Glu Gly His Leu Thr Asn Ala 
1650 1655 1660 

Thr Phe Pro Thr Gly Glu Val Ser Ser Phe His Ser Asp Leu Glu Lys 
1665 1670 1675 1680 

Leu Thr Lys Val Glu Leu Asp Thr Ser Asn Arg Glu Asn Val Leu Met 
1685 1690 1695 

Ser Thr Asn Leu Thr Ala Thr Ser Thr lie Tyr lie Leu Lys Gin Glu 
1700 1705 1710 

Asn Thr Gin Ser Thr Tyr Arg Val Asn Pro Asp Gly Ser Leu Arg Val 
1715 1720 1725 

Thr Phe Ala Ser Gly Met Glu lie Gly Leu Ser Ser Glu Pro His He 
1730 1735 1740 

Leu Ala Gly Ala Val Asn Pro Thr Leu Gly Lys Cys Asn He Ser Leu 
1745 1750 1755 1760 

Pro Gly Glu His Psn Ala Asn Leu He Glu Trp Arg Gin Arg Lys Glu 
1765 1770 1775 

Gin Asn Lys Gly Asn Val Ser Ala Phe Glu Arg Arg Leu Arg Ala His 
1780 1785 1790 

Asn Arg Asn Leu Leu Ser He Asp Phe Asp His He Thr Arg Thr Gly 
1795 1800 1805 

Lys He Tyr Asp Asp His Arg Lys Phe Thr Leu Arg He Leu Tyr Asp 
1810 1815 1820 

Gin Thr Gly Arg Pro He Leu Trp Ser Pro Val Ser Arg Tyr Asn Glu 
1825 1830 1835 1840 

Val Asn He Thr Tyr Ser Pro Ser Gly Leu Val Thr Phe He Gin Arg 
1845 1850 1855 

Gly Thr Trp Asn Glu Lys Met Glu Tyr Asp Gin Ser Gly Lys He He 
I860 1865 1870 

Ser Arg Thr Trp Ala Asp Gly Lys He Trp Ser Tyr Thr Tyr Leu Glu 
1875 1880 1885 
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Lys Ser Val Met Leu Leu Leu His Ser Gin Arg Arg Tyr lie Phe Glu 
1890 1895 1900 



Tyr Asp Gin Pro Asp Cys Leu Leu Ser Val Thr Met Pro Ser Met Val 
1905 1910 1915 1920 

Arg His Ser Leu Gin Thr Met Leu Ser Val Gly Tyr Tyr Arg Asn He 
1925 1930 1935 



Tyr Thr Pro Pro Asp Ser Ser Thr Ser Phe He Gin Asp Tyr Ser Arg 
1940 1945 1950 

Asp Gly Arg Leu Leu Gin Thr Leu His Leu Gly Thr Gly Arg Arg Val 
1955 I960 1965 

Leu Tyr Lys Tyr Thr Lys Gin Ala Arg Leu Ser Glu Val Leu Tyr Asp 
1970 1975 1980 



Thr Thr Gin Val Thr Leu Thr Tyr Glu Glu Ser Ser Gly Val He Lys 

1985 1990 1995 2000 

Thr He His Leu Met His Asp Gly Phe He Cys Thr He Arg Tyr Arg 

2005 2010 2015 



Gin Thr Gly Pro Leu He Gly Arg Gin He Phe Arg Phe Ser Glu Glu 
2020 2025 2030 

Gly Leu Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asn Asn Phe Arg Val 
2035 2040 2045 

Thr Ser Met Gin Ala Val He Asn Glu Thr Pro Leu Pro He Asp Leu 
2050 2055 2060 

Tyr Ara Tyr Val Asp Val Ser Gly Arg Thr Glu Gin Phe Gly Lys Phe 
2065 2070 2075 2080 

Ser Val He Asn Tyr Asp Leu Asn Gin Val He Thr Thr Thr Val Met 
2085 2090 2095 

Lys His Thr Lys He Phe Ser Ala Asn Gly Gin Val He Glu Val Gin 
2100 2105 2110 

Tyr Glu He Leu Lys Ala He Ala Tyr Trp Met Thr He Gin Tyr Asp 
2115 2120 2125 

Asn Val Gly Arg Met Val He Cys Asp He Arg Val Gly Val Asp Ala 
2130 2135 2140 

Asn He Thr Arg Tyr Phe Tyr Glu Tyr Asp Ala Asp Gly Gin Leu Gin 
2145 2150 2155 2160 



Thr Val Ser Val Asn Asp Lys Thr Gin Trp Arg Tyr Ser Tyr Asp Leu 
2165 2170 2175 



Asn Gly Asn He Asn Leu Leu Ser His Gly Lys Ser Ala Arg Leu Thr 
2180 2185 2190 
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Pro Leu Arg Tyr Asp Leu Arg Asp Arg lie Thr Arg Leu Gly Glu lie 
2195 2200 2205 



Gin Tyr Lys Met Asp Glu Asp Gly Phe Leu Arg Gin Arg Gly Asn Asp 
2210 2215 2220 

lie Phe Glu Tyr Asn Ser Asn Gly Leu Leu Gin Lys Ala Tyr Asn Lys 
2225 2230 2235 2240 

Ala Ser Gly Trp Thr Val Gin Tyr Tyr Tyr Asp Gly Leu Gly Arg Arg 
2245 2250 2255 

Val Ala Ser Lys Ser Ser Leu Gly Gin His Leu Gin Phe Phe Tyr Ala 
2260 2265 2270 

Asp Leu Thr Asn Pro lie Arg Val Thr His Leu Tyr Asn His Thr Ser 
2275 2280 2285 

Ser Glu lie Thr Ser Leu Tyr Tyr Asp Leu Gin Gly His Leu lie Ala 
2290 2295 2300 

Met Glu Leu Ser Ser Gly Glu Glu Tyr Tyr Val Ala Cys Asp Asn Thr 
2305 2310 2315 2320 

Gly Thr Pro Leu Ala Val Phe Ser Ser Arg Gly Gin Val lie Lys Glu 
2325 2330 2335 

He Leu Tyr Thr Pro Tyr Gly Asp He Tyr His Asp Thr Tyr Pro Asp 
2340 2345 2350 

Phe Gin Val He He Gly Phe His Gly Gly Leu Tyr Asp Phe Leu Thr 
2355 2360 2365 

Lys Leu Val His Leu Gly Gin Arg Asp Tyr Asp Val Val Ala dly Arg 
2370 2375 2380 

Trp Thr Thr Pro Asn His His He Trp Lys Gin Leu Asn Leu Leu Pro 
2385 2390 2395 2400 

Lys Pro Phe Asn Leu Tyr Ser Phe Glu Asn Asn Tyr Pro Val Gly Lys 
2405 2410 2415 

He Gin Asp Val Ala Lys Tyr Thr Thr Asp He Arg Ser Trp Leu Glu 
2420 2425 2430 

Leu Phe Gly Phe Gin Leu His Asn Val Leu Pro Gly Phe Pro Lys Pro 
2435 2440 2445 

Glu Leu Glu Asn Leu Glu Leu Thr Tyr Glu Leu Leu Arg Leu Gin Thr 
2450 2455 2460 

Lys Thr Gin Glu Trp Asp Pro Gly Lys Thr He Leu Gly He Gin Cys 
2465 2470 2475 2480 

Glu Leu Gin Lys Gin Leu Arg Asn Phe He Ser Leu Asp Gin Leu Pro 
2485 2490 2495 
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Met Thr Pro Arg Tyr Asn Asp Gly Arg Cys Leu Glu Gly Gly Lys Gin 
2500 2505 2510 

Pro Arg Phe Ala Ala Val Pro Ser Val Phe Gly Lys Gly lie Lys Phe 
2515 2520 2525 

Ala He Lys Asp Gly He Val Thr Ala Asp He He Gly Val Ala Asn 
2530 2535 2540 

Glu Asp Ser Arg Arg Leu Ala Ala He Leu Asn Asn Ala His Tyr Leu 
2545 2550 2555 2560 

Glu Asn Leu His Phe Thr He Glu Gly Arg Asp Thr His Tyr Phe He 
2565 2570 2575 

Lys Leu Gly Ser Leu Glu Glu Asp Leu Val Leu He Gly Asn Thr Gly 
2580 2585 2590 

Gly Arg Arg lie Leu Glu Asn Gly Val Asn Val Thr Val Ser Gin Met 
2595 2600 2605 

Thr Ser Val Leu Asn Gly Arg Thr Arg Arg Phe Ala Asp He Gin Leu 
2610 2615 2620 

Gin His Gly Ala Leu Cys Phe Asn He Arg Tyr Gly Thr Thr Val Glu 
2625 2630 2635 2640 

Glu Glu Lys Asn His Val Leu Glu He Ala Arg Gin Arg Ala Val Ala 
2645 2650 2655 

Gin Ala Trp Thr Lys Glu Gin Arg Arg Leu Gin Glu Gly Glu Glu Gly 
2660 2665 2670 

He Arg Ala Trp Thr Glu Gly Glu Lys Gin Gin Leu Leu Ser Thr Gly 
2675 2680 2685 

Arg Val Gin Gly Tyr Asp Gly Tyr Phe Val Leu Ser Val Glu Gin Tyr 
2690 2695 2700 

Leu Glu Leu Ser Asp Ser Ala Asn Asn He His Phe Met Arg Gin Ser 
2705 2710 2715 2720 

Glu He Gly Arg Arg 
2725 



<210> 53 
<211> 2515 
<212> PRT 

<213> Drosophila melanogaster 
<400> 53 

Met Asn Phe Arg Lys Asp Leu Val Ala Arg Cys Ser Ser Pro Trp Phe 
15 10 15 

Gly He Gly Ser He Ser Val Leu Phe Ala Phe Val Val Met Leu He 
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20 



25 



30 



Leu Leu Thr Thr Thr Gly Val lie Lys Trp Asn Gin Ser Pro Pro Cys 
35 40 45 

Ser Val Leu Val Gly Asn Glu Ala Ser Glu Val Thr Ala Ala Lys Ser 
50 55 60 

Thr Asn Thr Asp Leu Ser Lys Leu His Asn Ser Ser Val Arg Ala Lys 
65 70 75 80 

Asn Gly Gin Gly He Gly Leu Ala Gin Gly Gin Ser Gly Leu Gly Ala 
85 90 95 

Ala Gly Val Gly Ser Gly Gly Gly Ser Ser Ala Ala Thr Val Thr Thr 
100 105 110 

Ala Thr Ser Asn Ser Gly Thr Ala Gin Gly Leu Gin Ser Thr Ser Ala 
115 120 125 

Ser Ala Glu Ala Thr Ser Ser Ala Ala Thr Ser Ser Ser Gin Ser Ser 
130 135 140 

Leu Thr Pro Ser Leu Ser Ser Ser Leu Ala Asn Ala Asn Asn Gly Gly 
145 150 155 160 

Ala Arg Thr Phe Pro Ala Arg Ser Phe Pro Pro Asp Gly Thr Thr Phe 
165 170 175 

Gly Gin He Thr Leu Gly Gin Lys Leu Thr Lys Glu He Gin Pro Tyr 
180 185 190 

Ser Tyr Trp Asn Met Gin Phe Tyr Gin Ser Glu Pro Ala Tyr Val Lys 
195 200 205 

Phe Asp Tyr Thr He Pro Arg Gly Ala Ser He Gly Val Tyr Gly Arg 
210 215 220 

Arg Asn Ala Leu Pro Thr His Thr Gin Tyr His Phe Lys Glu Val Leu 
225 230 235 240 

Ser Gly Phe Ser Ala Ser Thr Arg Thr Ala Arg Ala Ala His Leu Ser 
245 250 255 

He Thr Arg Glu Val Thr Arg Tyr Met Glu Pro Gly His Trp Phe Val 
260 265 270 

Ser Leu Tyr Asn Asp Asp Gly Asp Val Gin Glu Leu Thr Phe Tyr Ala 
275 280 285 

Ala Val Ala Glu Asp Met Thr Gin Asn Cys Pro Asn Gly Cys Ser Gly 
290 295 300 

Asn Gly Gin Cys Leu Leu Gly His Cys Gin Cys Asn Pro Gly Phe Gly 
305 310 315 320 

Gly Asp Asp Cys Ser Glu Ser Val Cys Pro Val Leu Cys Ser Gin His 
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325 330 335 

Gly Glu Tyr Thr Asn Gly Glu Cys lie Cys Asn Pro Gly Trp Lys Gly 
340 345 350 

Lys Glu Cys Ser Leu Arg His Asp Glu Cys Glu Val Ala Asp Cys Ser 
355 360 365 

Gly His Gly His Cys Val Ser Gly Lys Cys Gin Cys Met Arg Gly Tyr 
370 375 380 

Lys Gly Lys Phe Cys Glu Glu Val Asp Cys Pro His Pro Asn Cys Ser 
385 390 395 400 

Gly His Gly Phe Cys Ala Asp Gly Thr Cys He Cys Lys Lys Gly Trp 
405 410 415 

Lys Gly Pro Asp Cys Ala Thr Met Asp Gin Asp Ala Leu Gin Cys Leu 
420 425 430 

Pro Asp Cys Ser Gly His Gly Thr Phe Asp Leu Asp Thr Gin Thr Cys 
435 440 445 

Thr Cys Glu Ala Lys Trp Ser Gly Asp Asp Cys Ser Lys Glu Leu Cys 
450 455 460 

Asp Leu Asp Cys Gly Gin His Gly Arg Cys Glu Gly Asp Ala Cys Ala 
465 470 475 480 

Cys Asp Pro Glu Trp Gly Gly Glu Tyr Cys Asn Thr Arg Leu Cys Asp 
485 490 495 

Val Arg Cys Asn Glu His Gly Gin Cys Lys Asn Gly Thr Cys Leu Cys 
500 505 510 

Val Thr Gly Trp Asn Gly Lys His Cys Thr He Glu Gly Cys Pro Asn 
515 520 525 

Ser Cys Ala Gly His Gly Gin Cys Arg Val Ser Gly Glu Gly Gin Trp 
530 535 540 

Glu Cys Arg Cys Tyr Glu Gly Trp Asp Gly Pro Asp Cys Gly He Ala 
545 550 555 560 

Leu Glu Leu Asn Cys Gly Asp Ser Lys Asp Asn Asp Lys Asp Gly Leu 
565 570 575 

Val Asp Cys Glu Asp Pro Glu Cys Cys Ala Ser His Val Cys Lys Thr 
580 585 590 

Ser Gin Leu Cys Val Ser Ala Pro Lys Pro He Asp Val Leu Leu Arg 
595 600 605 

Lys Gin Pro Pro Ala He Thr Ala Ser Phe Phe Glu Arg Met Lys Phe 
610 615 620 

Leu He Asp Glu Ser Ser Leu Gin Asn Tyr Ala Lys Leu Glu Thr Phe 



106 



625 630 635 640 

Asn Glu Ser Arg Ser Ala Val lie Arg Gly Arg Val Val Thr Ser Leu 
645 650 655 

Gly Met Gly Leu Val Gly Val Arg Val Ser Thr Thr Thr Leu Leu Glu 
660 665 670 

Gly Phe Thr Leu Thr Arg Asp Asp Gly Trp Phe Asp Leu Met Val Asn 
675 680 685 

Gly Gly Gly Ala Val Thr Leu Gin Phe Gly Arg Ala Pro Phe Arg Pro . 
690 695 700 

Gin Ser Arg lie Val Gin Val Pro Trp Asn Glu Val Val lie lie Asp 
705 710 715 720 

Leu Val Val Met Ser Met Ser Glu Glu Lys Gly Leu Ala Val Thr Thr 
725 730 735 

Thr His Thr Cys Phe Ala His Asp Tyr Asp Leu Met Lys Pro Val Val 
740 745 750 

Leu Ala Ser Trp Lys His Gly Phe Gin Gly Ala Cys Pro Asp Arg Ser 
755 760 765 

Ala lie Leu Ala Glu Ser Gin Val lie Gin Glu Ser Leu Gin lie Pro 
770 775 780 

Gly Thr Gly Leu Asn Leu Val Tyr His Ser Ser Arg Ala Ala Gly Tyr 
785 790 795 800 

Leu Ser Thr lie Lys Leu Gin Leu Thr Pro Asp Val lie Pro Thr Ser 
805 810 815 

Leu His Leu He His Leu Arg He Thr He Glu Gly He Leu Phe Glu 
820 825 830 

Arg He Phe Glu Ala Asp Pro Gly He Lys Phe Thr Tyr Ala Trp Asn 
835 840 845 

Arg Leu Asn He Tyr Arg Gin Arg Val Tyr Gly Val Thr Thr Ala Val 
850 855 860 

Val Lys Val Gly Tyr Gin Tyr Thr Asp Cys Thr Asp He Val Trp Asp 
865 870 875 880 

He Gin Thr Thr Lys Leu Ser Gly His Asp Met Ser He Ser Glu Val 
885 890 895 

Gly Gly Trp Asn Leu Asp He His His Arg Tyr Asn Phe His Glu Gly 
900 905 910 

He Leu Gin Lys Gly Asp Gly Ser Asn He Tyr Leu Arg Asn Lys Pro 
915 ' 920 925 

Arg He He Leu Thr Thr Met Gly Asp Gly His Gin Arg Pro Leu Glu 
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930 935 940 

Cys Pro Asp Cys Asp Gly Gin Ala Thr Lys Gin Arg Leu Leu Ala Pro 
945 950 955 960 

Val Ala Leu Ala Ala Ala Pro Asp Gly Ser Leu Phe Val Gly Asp Phe 
965 970 975 

Asn Tyr lie Arg Arg lie Met Thr Asp Gly Ser He Arg Thr Val Val 
980 985 990 

Lys Leu Asn Ala Thr Arg Val Ser Tyr Arg Tyr His Met Ala Leu Ser 
995 1000 1005 

Pro Leu Asp Gly Thr Leu Tyr Val Ser Asp Pro Glu Ser His Gin He 
1010 1015 1020 

He Arg Val Arg Asp Thr Asn Asp Tyr Ser Gin Pro Glu Leu Asn Trp 
1025 1030 1035 1040 

Glu Ala Val Val Gly Ser Gly Glu Arg Cys Leu Pro Gly Asp Glu Ala 
1045 1050 1055 

His Cys Gly Asp Gly Ala Leu Ala Lys Asp Ala Lys Leu Ala Tyr Pro 
1060 1065 1070 

Lys Gly He Ala He Ser Ser Asp Asn He Leu Tyr Phe Ala Asp Gly 
1075 1080 1085 

Thr Asn He Arg Met Val Asp Arg Asp Gly He Val Ser Thr Leu He 
1090 1095 HOO 

Gly Asn His Met His Lys Ser His Trp Lys Pro He Pro Cys Glu Gly 
1105 1110 1115 1120 

Thr Leu Lys Leu Glu Glu Met His Leu Arg Trp Pro Thr Glu Leu Ala 
1125 1130 1135 

Val Ser Pro Met Asp Asn Thr Leu His He He Asp Asp His Met He 
1140 1145 1150 

Leu Arg Met Thr Pro Asp Gly Arg Val Arg Val He Ser Gly Arg Pro 
1155 1160 1165 

Leu His Cys Ala Thr Ala Ser Thr Ala Tyr Asp Thr Asp Leu Ala Thr 
1170 1175 1180 

His Ala Thr Leu Val Met Pro Gin Ser He Ala Phe Gly Pro Leu Gly 
1185 1190 1195 1200 

Glu Leu Tyr Val Ala Glu Ser Asp Ser Gin Arg He Asn Arg Val Arg 
1205 . 1210 1215 

Val He Gly Thr Asp Gly Arg He Ala Pro Phe Ala Gly Ala Glu Ser 
1220 1225 1230 

Lys Cys Asn Cys Leu Glu Arg Gly Cys Asp Cys Phe Glu Ala Glu His 
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1235 



1240 



1245 



Tyr Leu Ala Thr Ser Ala Lys Phe Asn Thr lie Ala Ala Leu Ala Val 
1250 1255 1260 

Thr Pro Asp Ser His Val His lie Ala Asp Gin Ala Asn Tyr Arg He 
1265 1270 1275 1280 

Arg Ser Val Met Ser Ser He Pro Glu Ala Ser Pro Ser Arg Glu Tyr 
1285 1290 1295 

Glu He Tyr Ala Pro Asp Met Gin Glu He Tyr He Phe Asn Arg Phe 
1300 1305 1310 

Gly Gin His Val Ser Thr Arg Asn He Leu Thr Gly Glu Thr Thr Tyr 
1315 1320 1325 

Val Phe Thr Tyr Asn Val Asn Thr Ser Asn Gly Lys Leu Ser Thr Val 
1330 1335 1340 

Thr Asp Ala Ala Gly Asn Lys Val Phe Leu Leu Arg Asp Tyr Thr Ser 
1345 1350 1355 1360 

Gin Val Asn Ser He Glu Asn Thr Lys Gly Gin Lys Cys Arg Leu Arg 
1365 1370 1375 

Met Thr Arg Met Lys Met Leu His Glu Leu Ser Thr Pro Asp Asn Tyr 
1380 1385 1390 

Asn Val Thr Tyr Glu Tyr His Gly Pro Thr Gly Leu Leu Arg Thr Lys 
1395 1400 1405 

Leu Asp Ser Thr Gly Arg Ser Tyr Val Tyr Asn Tyr Asp Glu Phe Gly 
1410 1415 1420 

Arg Leu Thr Ser Ala Val Thr Pro Thr Gly Arg Val He Glu Leu Ser 
1425 1430 1435 1440 

Phe Asp Leu Ser Val Lys Gly Ala Gin Val Lys Val Ser Glu Asn Ala 
1445 1450 1455 

Gin Lys Glu Met Ser Leu Leu He Gin Gly Ala Thr Val He Val Arg 
1460 1465 1470 

Asn Gly Ala Ala Glu Ser Arg Thr Thr Val Asp Met Asp Gly Ser Thr 
1475 1480 1485 

Thr Ser He Thr Pro Trp Gly His Asn Leu Gin Met Glu Val Ala Pro 
1490 1495 1500 

Tyr Thr He Leu Ala Glu Gin Ser Pro Leu Leu Gly Glu Ser Tyr Pro 
1505 1510 1515 1520 

Val Pro Ala Lys Gin Arg Thr Glu He Ala Gly Asp Leu Ala Asn Arg 
1525 1530 1535 

Phe Glu Trp Arg Tyr Phe Val Arg Arg Gin Gin Pro Leu Gin Ala Gly 
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1540 1545 1550 

Lys Gin Ser Lys Gly Pro Pro Arg Pro Val Thr Glu Val Gly Arg Lys 
1555 1560 1565 

Leu Arg Val Asn Gly Asp Asn Val Leu Thr Leu Glu Tyr Asp Arg Glu 
1570 1575 1580 

Thr Gin Ser Val Val Val Met Val Asp Asp Lys Gin Glu Leu Leu Asn 
1585 1590 1595 1600 

Val Thr Tyr Asp Arg Thr Ser Arg Pro lie Ser Phe Arg Pro Gin Ser 
1605 1610 1615 

Gly Asp Tyr Ala Tyr Val Asp Leu Glu Tyr Asp Arg Phe Gly Arg Leu 
1620 1625 1630 

Val Ser Trp Lys Trp Gly Val Leu Gin Glu Ala Tyr Ser Phe Asp Arg 
1635 1640 1645 

Asn Gly Arg Leu Asn Glu lie Lys Tyr Gly Asp Gly Ser Thr Met Val 
1650 1655 1660 

Tyr Ala Phe Lys Asp Met Phe Gly Ser Leu Pro Leu Lys Val Thr Thr 
1665 1670 1675 1680 

Pro Arg Arg Ser Asp Tyr Leu Leu Gin Tyr Asp Asp Ala Gly Ala Leu 
1685 1690 1695 

Gin Ser Leu Thr Thr Pro Arg Gly His lie His Ala Phe Ser Leu Gin 
1700 1705 1710 

Thr Ser Leu Gly Phe Phe Lys Tyr Gin Tyr Tyr Ser Pro lie Asn Arg 
1715 1720 1725 

His Pro Phe Glu lie Leu Tyr Asn Asp Glu Gly Gin lie Leu Ala Lys 
1730 1735 1740 

lie His Pro His Gin Ser Gly Lys Val Ala Phe Val His Asp Thr Ala 
1745 1750 1755 1760 

Gly Arg Leu Glu Thr lie Leu Ala Gly Leu Ser Ser Thr His Tyr Thr 
1765 1770 1775 

Tyr Gin Asp Thr Thr Ser Leu Val Lys Ser Val Glu Val Gin Glu Pro 
1780 1785 1790 

Gly Phe Glu Leu Arg Arg Glu Phe Lys Tyr His Ala Gly lie Leu Lys 
1795 1800 1805 

Asp Glu Lys Leu Arg Phe Gly Ser Lys Asn Ser Leu Ala Ser Ala Arg 
1810 1815 1820 

Tyr Lys Tyr Ala Tyr Asp Gly Asn Ala Arg Leu Ser Gly lie Glu Met 
1825 1830 1835 1840 

Ala lie Asp Asp Lys Glu Leu Pro Thr Thr Arg Tyr Lys Tyr Ser Gin 
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1845 



1850 



1855 



Asn Leu Gly Gin Leu Glu Val Val Gin Asp Leu Lys lie Thr Arg Asn 
1860 1865 1870 

Ala Phe Asn Arg Thr Val He Gin Asp Ser Ala Lys Gin Phe Phe Ala 
1875 1880 1885 

He Val Asp Tyr Asp Gin His Gly Arg Val Lys Ser Val Leu Met Asn 
1890 1895 1900 

Val Lys Asn He Asp Val Phe Arg Leu Glu Leu Asp Tyr Asp Leu Arg 
1905 1910 1915 1920 

Asn Arg He Lys Ser Gin Lys Thr Thr Phe Gly Arg Ser Thr Ala Phe 
1925 1930 1935 

Asp Lys He Asn Tyr Asn Ala Asp Gly His Val Val Glu Val Leu Gly 
1940 1945 1950 

Thr Asn Asn Trp Lys Tyr Leu Phe Asp Glu Asn Gly Asn Thr Val Gly 
1955 I960 1965 

Val Val Asp Gin Gly Glu Lys Phe Asn Leu Gly Tyr Asp He Gly Asp 
1970 1975 1980 

Arg Val He Lys Val Gly Asp Val Glu Phe Asn Asn Tyr Asp Ala Arg 
1985 1990 1995 2000 

Gly Phe Val Val Lys Arg Gly Glu Gin Lys Tyr Arg Tyr Asn Asn Arg 
2005 2010 2015 

Gly Gin Leu He His Ser Phe Glu Arg Glu Arg Phe Gin Ser Trp Tyr 
2020 2025 2030 

Tyr Tyr Asp Asp Arg Ser Arg Leu Val Ala Trp His Asp Asn Lys Gly 
2035 2040 2045 

Asn Thr Thr Gin Tyr Tyr Tyr Ala Asn Pro Arg Thr Pro His Leu Val 
2050 " 2055 2060 

Thr His Val His Phe Pro Lys lie Ser Arg Thr Met Lys Leu Phe Tyr 
2065 2070 2075 2080 

Asp Asp Arg Asp Met Leu He Ala Leu Glu His Glu Asp Gin Arg Tyr 
2085 2090 2095 

Tyr Val Ala Thr Asp Gin Asn Gly Ser Pro Leu Ala Phe Phe Asp Gin 
2100 2105 2110 

Asn Gly Ser He Val Lys Glu Met Lys Arg Thr Pro Phe Gly Arg He 
2115 2120 2125 

He Lys Asp Thr Lys Pro Glu Phe Phe Val Pro He Asp Phe His Gly 
2130 2135 2140 

Gly Leu He Asp Pro His Thr Lys Leu Val Tyr Thr Glu Gin Arg Gin 
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2145 



2150 



2155 



2160 



Tyr Asp Pro His Val Gly Gin Trp Met Thr Pro Leu Trp Glu Thr Leu 
2165 2170 2175 

Ala Thr Glu Met Ser His Pro Thr Asp Val Phe lie Tyr Arg Tyr His 
2180 2185 2190 

Asn Asn Asp Pro lie Asn Pro Asn Lys Pro Gin Asn Tyr Met lie Asp 
2195 2200 2205 

Leu Asp Ser Trp Leu Gin Leu Phe Gly Tyr Asp Leu Asn Asn Met Gin 
2210 2215 2220 

Ser Ser Arg Tyr Thr Lys Leu Ala Gin Tyr Thr Pro Gin Ala Ser lie 
2225 2230 2235 2240 

Lys Ser Asn Thr Leu Ala Pro Asp Phe Gly Val lie Ser Gly Leu Glu 
2245 2250 2255 

Cys lie Val Glu Lys Thr Ser Glu Lys Phe Ser Asp Phe Asp Phe Val 
2260 2265 2270 

Pro Lys Pro Leu Leu Lys Thr Glu Pro Lys Met Arg Asn Leu Leu Pro 
2275 2280 2285 

Arg Val Ser Tyr Arg Arg Gly Val Phe Gly Glu Gly Val Leu Leu Ser 
2290 2295 2300 

Arg lie Gly Gly Arg Ala Leu Val Ser Val Val Asp Gly Ser Asn Ser 
2305 2310 2315 2320 

Val Val Gin Asp Val Val Ser Ser Val Phe Asn Asn Ser Tyr Phe Leu 
2325 2330 2335 

Asp Leu His Phe Ser lie His Asp Gin Asp Val Phe Tyr Phe Val Lys 
2340 2345 2350 

Asp Asn Val Leu Lys Leu Arg Asp Asp Asn Glu Glu Leu Arg Arg Leu 
2355 2360 2365 

Gly Gly Met Phe Asn lie Ser Thr His Glu lie Ser Asp His Gly Gly 
2370 2375 2380 

Ser Ala Ala Lys Glu Leu Arg Leu His Gly Pro Asp Ala Val Val lie 
2385 2390 2395 2400 

lie Lys Tyr Gly Val Asp Pro Glu Gin Glu Arg His Arg lie Leu Lys 
2405 2410 2415 

His Ala His Lys Arg Ala Val Glu Arg Ala Trp Glu Leu Glu Lys Gin 
2420 2425 2430 

Leu Val Ala Ala Gly Phe Gin Gly Arg Gly Asp Trp Thr Glu Glu Glu 
2435 2440 2445 

Lys Glu Glu Leu Val Gin His Gly Asp Val Asp Gly Trp Asn Gly lie 
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2450 2455 2460 

Asp lie His Ser lie His Lys Tyr Pro Gin Leu Ala Asp Asp Pro Gly 
2465 2470 2475 2480 

Asn Val Ala Phe Gin Arg Asp Ala Lys Arg Lys Arg Arg Lys Thr Gly 
2485 2490 2495 

Ser Ser His Arg Ser Ala Ser Asn Arg Arg Gin Leu Lys Phe Gly Glu 
2500 2505 2510 

Leu Ser Ala 
2515 



<210> 54 
<211> 1045 
<212> PRT 

<213> Homo sapiens 
<400> 54 

Met Asp Lys Ala lie Thr Val Asp lie Glu Ser Ser Ser Arg Glu Glu 
15 10 15 



Asp Val Ser lie Thr Ser Asn Leu 
20 

Met Val Gin Asp Gin Leu Arg Asn 
35 40 

Ser Leu Arg lie lie Tyr Ala Ser 
50 55 

Glu Pro His Val Leu Ala Gly Thr 
65 70 

Asn Met Thr Leu Pro Gly Glu Asn 
85 

Phe Arg Lys Glu Gin Ala Gin Gly 
100 



Ser Ser lie Asp Ser Phe Tyr Thr 
25 30 

Ser Tyr Gin lie Gly Tyr Asp Gly 
45 

Gly Leu Asp Ser His Tyr Gin Thr 
60 

Ala Asn Pro Thr Val Ala Lys Arg 
75 80 

Gly Gin Asn Leu Val Glu Trp Arg 
90 95 

Lys Val Asn Val Phe Gly Arg Lys 
105 110 



Leu Arg Val Asn Gly Arg Asn Leu Leu Ser Val Asp Phe Asp Arg Thr 
115 120 125 

Thr Lys Thr Glu Lys lie Tyr Asp Asp His Arg Lys Phe Leu Leu Arg 
130 135 140 

lie Ala Tyr Asp Thr Ser Gly His Pro Thr Leu Trp Leu Pro Ser Ser 
145 150 155 160 

Lys Leu Met Ala Val Asn Val Thr Tyr Ser Ser Thr Gly Gin lie Ala 
165 170 175 

Ser lie Gin Arg Gly Thr Thr Ser Glu Lys Val Asp Tyr Asp Gly Gin 
180 185 190 
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Gly Arg He Val Ser Arg Val Phe Ala Asp Gly Lys Thr Trp Ser Tyr 
195 200 205 

Thr Tyr Leu Glu Lys Ser Met Val Leu Leu Leu His Ser Gin Arg Gin 
210 215 220 

Tyr He Phe Glu Tyr Asp Met Trp Asp Arg Leu Ser Ala He Thr Met 
225 230 235 240 

Pro Ser Val Ala Arg His Thr Met Gin Thr He Arg Ser He Gly Tyr 
245 250 255 

Tyr Arg Asn He Tyr Asn Pro Pro Glu Ser Asn Ala Ser He He Thr 
260 265 270 

Asp Tyr Asn Glu Glu Gly Leu Leu Leu Gin Thr Ala Phe Leu Gly Thr 
275 280 285 

Ser Arg Arg Val Leu Phe Lys Tyr Arg Arg Gin Thr Arg Leu Ser Glu 
290 295 300 

He Leu Tyr Asp Ser Thr Arg Val Ser Phe Thr Tyr Asp Glu Thr Ala 
305 ~* ' 310 315 320 

Gly Val Leu Lys Thr Val Asn Leu Gin Ser Asp Gly Phe He Cys Thr 
325 330 335 

He Arg Tyr Arg Gin He Gly Pro Leu He Asp Arg Gin He Phe Arg 
340 345 350 

Phe Ser Glu Asp Gly Met Val Asn Ala Arg Phe Asp Tyr Ser Tyr Asp 
355 360 365 

Asn Ser Phe Arg Val Thr Ser Met Gin Gly Val He Asn Glu Thr Pro 
370 375 380 

Leu Pro He Asp Leu Tyr Gin Phe Asp Asp He Ser Gly Lys Val Glu 
385 390 395 400 

Gin Phe Gly Lys Phe Gly Val He Tyr Tyr Asp He Asn Gin He He 
405 410 415 

Ser Thr Ala Val Met Thr Tyr Thr Lys His Phe Asp Ala His Gly Arg 
420 425 430 

He Lys Glu He Gin Tyr Glu He Phe Arg Ser Leu Met Tyr Trp He 
435 440 445 

Thr He Gin Tyr Asp Asn Met Gly Arg Val Thr Lys Arg Glu He Lys 
450 455 460 

He Gly Pro Phe Ala Asn Thr Thr Lys Tyr Ala Tyr Glu Tyr Asp Val 
465 470 475 480 

Asp Gly Gin Leu Gin Thr Val Tyr Leu Asn Glu Lys He Met Trp Arg 
485 490 495 
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Tyr Asn Tyr Asp Leu Asn Gly Asn Leu His Leu Leu Asn Pro Ser Asn 
500 505 510 



Ser Ala Arg Leu Thr Pro Leu Arg Tyr Asp Leu Arg Asp Arg lie Thr 
515 520 525 

Arg Leu Gly Asp Val Gin Tyr Arg Leu Asp Glu Asp Gly Phe Leu Arg 
530 535 540 

Gin Arg Gly Thr Glu lie Phe Glu Tyr Ser Ser Lys Gly Leu Leu Thr 
545 550 555 560 

Arg Val Tyr Ser Lys Gly Ser Gly Trp Thr Val lie Tyr Arg Tyr Asp 
565 570 575 

Gly Leu Gly Arg Arg Val Ser Ser Lys Thr Ser Leu Gly Gin His Leu 
580 585 590 

Gin Phe Phe Tyr Ala Asp Leu Thr Tyr Pro Thr Arg lie Thr His Val 
595 600 605 

Tyr Asn His Ser Ser Ser Glu lie Thr Ser Leu Tyr Tyr Asp Leu Gin 
610 615 620 

Gly His Leu Phe Ala Met Glu lie Ser Ser Gly Asp Glu Phe Tyr lie 
625 630 635 640 

Ala Ser Asp Asn Thr Gly Thr Pro Leu Ala Val Phe Ser Ser Asn Gly 
645 650 655 

Leu Met Leu Lys Gin lie Gin Tyr Thr Ala Tyr Gly Glu lie Tyr Phe 
660 665 670 

Asp Ser Asn lie Asp Phe Gin Leu Val lie Gly Phe His Gly Gly Leu 
675 680 6*5 

Tyr Asp Pro Leu Thr Lys Leu lie His Phe Gly Glu Arg Asp Tyr Asp 
690 695 700 

lie Leu Ala Gly Arg Trp Thr Thr Pro Asp lie Glu lie Trp Lys Arg 
705 710 715 720 

lie Gly Lys Asp Pro Ala Pro Phe Asn Leu Tyr Met Phe Arg Asn Asn 
725 730 735 

Asn Pro Ala Ser Lys He His Asp Val Lys Asp Tyr He Thr Asp Val 
740 745 750 

Asn Ser Trp Leu Val Thr Phe Gly Phe His Leu His Asn Ala He Pro 
755 760 765 

Gly Phe Pro Val Pro Lys Phe Asp Leu Thr Glu Pro Ser Tyr Glu Leu 
770 775 780 

Val Lys Ser Gin Gin Trp Asp Asp He Pro Pro He Phe Gly Val Gin 
785 790 795 800 
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Gin Gin Val Ala Arg Gin Ala Lys Ala Phe Leu Ser Leu Gly Lys Met 
805 810 815 

Ala Glu Val Gin Val Ser Arg Arg Arg Ala Gly Gly Ala Gin Ser Trp 
820 825 830 

Leu Trp Phe Ala Thr Val Lys Ser Leu lie Gly Lys Gly Val Met Leu 
835 840 845 

Ala Val Ser Gin Gly Arg Val Gin Thr Asn Val Leu Asn lie Ala Asn 
850 855 860 

Glu Asp Cys He Lys Val Ala Ala Val Leu Asn Asn Ala Phe Tyr Leu 
865 870 875 880 

Glu Asn Leu His Phe Thr He Glu Gly Lys Asp Thr His Tyr Phe He 
885 890 895 

Lys Thr Thr Thr Pro Glu Ser Asp Leu Gly Thr Leu Arg Leu Thr Ser 
900 905 910 

Gly Arg Lys Ala Leu Glu Asn Gly He Asn Val Thr Val Ser Gin Ser 
915 920 925 

Thr Thr Val Val Asn Gly Arg Thr Arg Arg Phe Ala Asp Val Glu Met 
930 935 940 

Gin Phe Gly Ala Leu Ala Leu His Val Arg Tyr Gly Met Thr Leu Asp 
945 950 955 960 

Glu Glu Lys Ala Arg He Leu Glu Gin Ala Arg Gin Arg Ala Leu Ala 
965 970 975 

Arg Ala Trp Ala Arg Glu Gin Gin Arg Val Arg Asp Gly Glu Glu Gly 
980 985 990 

Ala Arg Leu Trp Thr Glu Gly Glu Lys Arg Gin Leu Leu Ser Ala Gly 
995 1000 1005 

Lys Val Gin Gly Tyr Asp Gly Tyr Tyr Val Leu Ser Val Glu Gin Tyr 
1010 1015 1020 

Pro Glu Leu Ala Asp Ser Ala Asn Asn He Gin Phe Leu Arg Gin Ser 
1025 1030 1035 1040 

Glu He Gly Arg Arg 
1045 



<210> 55 
<211> 332 
<212> PRT 

<213> Drosophila melanogaster 
<400> 55 

Met He Leu Lys Glu Glu His Pro His Gin Ser He Glu Thr Ala Ala 
15 10 15 
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Asn Ala Ala Arg Gin Ala Gin Val Arg Trp Arg Met Ala His Leu Lys 
20 25 30 

Ala Leu Ser Arg Thr Arg Thr Pro Ala His Gly Asn Cys Cys Gly Arg 
35 40 45 

Val Val Ser Lys Asn His Phe Phe Lys His Ser Arg Ala Phe Leu Trp 
50 55 60 

Phe Leu Leu Cys Asn Leu Val Met Asn Ala Asp Ala Phe Ala His Ser 
65 70 75 80 

Gin Leu Leu He Asn Val Gin Asn Gin Gly Gly Glu Val He Gin Glu 
85 90 95 

Ser He Thr Ser Asn He Gly Glu Asp Leu He Thr Leu Glu Phe Gin 
100 105 HO 

Lys Thr Asp Gly Thr Leu He Thr Gin Val He Asp Phe Arg Asn Glu 
115 120 125 

Val Gin He Leu Lys Ala Leu Val Leu Gly Glu Glu Glu Arg Gly Gin 
130 135 140 

Ser Gin Tyr Gin Val Met Cys Phe Ala Thr Lys Phe Asn Lys Gly Asp 
145 150 155 160 

Phe He Ser Ser Ala Ala Met Ala Lys Leu Arg Gin Lys Asn Pro His 
165 170 175 

Thr He Arg Thr Pro Glu Glu Asp Lys Gly Arg Glu Thr Phe Thr Met 
180 185 190 

Ser Ser Trp Val Gin Leu Asn Arg Ser Leu Pro He Thr Arg His Leu 
195 200 205 

Gin Gly Leu Cys Ala Glu Ala Met Asp Ala Thr Tyr Val Arg Asp Val 
210 215 220 

Asp Leu Lys Ala Trp Ala Glu Leu Pro Gly Ser Ser He Ser Ser Leu 
225 230 235 240 

Glu Ala Ala Thr Glu Lys Phe Pro Asp Thr Leu Ser Thr Arg Cys Asn 
245 250 255 

Glu Val Ser Ser Leu Trp Ala Pro Cys Leu Cys Asn Leu Glu Thr Cys 
260 265 270 

He Gly Trp Tyr Pro Cys Gly Leu Lys Tyr Cys Lys Gly Lys Gly Val 
275 " 280 285 

Ala Gly Ala Asp Ser Ser Gly Ala Gin Gin Gin Ala Gin Pro Thr Asn 
290 295 300 

Tyr Arg Cys Gly He Lys Thr Cys Arg Lys Cys Thr Gin Phe Thr Tyr 
305 310 315 320 
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Tyr Val Arg Gin Lys Gin Gin Cys Leu Trp Asp Glu 
325 330 



<210> 56 
<211> 487 
<212> PRT 

<213> Drosophila melanogaster 



<220> 

<221> VARIANT 
<222> {333) 

<223> Where Xaa is any amino acid as defined in the 
specification 



<400> 56 

Met He Leu Lys Glu Glu His Pro His Gin Ser He Glu Thr Ala Ala 
15 10 15 

Asn Ala Ala Arg Gin Ala Gin Val Arg Trp Arg Met Ala His Leu Lys 
20 25 30 

Ala Leu Ser Arg Thr Arg Thr Pro Ala His Gly Asn Cys Cys Gly Arg 
35 40 45 

Val Val Ser Lys Asn His Phe Phe Lys His Ser Arg Ala Phe Leu Trp 
50 55 60 

Phe Leu Leu Cys Asn Leu Val Met Asn Ala Asp Ala Phe Ala His Ser 
65 70 75 80 

Gin Leu Leu He Asn Val Gin Asn Gin Gly Gly Glu Val He Gin Glu 
85 90 95 

Ser He Thr Ser Asn He Gly Glu Asp Leu He Thr Leu Glu Phe Gin 
100 105 110 

Lys Thr Asp Gly Thr Leu He Thr Gin Val He Asp Phe Arg Asn Glu 
115 120 125 

Val Gin He Leu Lys Ala Leu Val Leu Gly Glu Glu Glu Arg Gly Gin 
130 135 140 

Ser Gin Tyr Gin Val Met Cys Phe Ala Thr Lys Phe Asn Lys Gly Asp 
145 150 155 160 

Phe He Ser Ser Ala Ala Met Ala Lys Leu Arg Gin Lys Asn Pro His 
165 170 175 

Thr He Arg Thr Pro Glu Glu Asp Lys Gly Arg Glu Thr Phe Thr Met 
180 185 190 

Ser Ser Trp Val Gin Leu Asn Arg Ser Leu Pro He Thr Arg His Leu 
195 200 205 

Gin Gly Leu Cys Ala Glu Ala Met Asp Ala Thr Tyr Val Arg Asp Val 
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210 



215 



220 



Asp Leu Lys Ala Trp Ala Glu Leu Pro Gly Ser Ser He Ser Ser Leu 
225 230 235 240 

Glu Ala Ala Thr Glu Lys Phe Pro Asp Thr Leu Ser Thr Arg Cys Asn 
245 250 255 

Glu Val Ser Ser Leu Trp Ala Pro Cys Leu Cys Asn Leu Glu Thr Cys 
260 265 270 

He Gly Trp Tyr Pro Cys Gly Leu Lys Tyr Cys Lys Gly Lys Gly Val 
275 280 285 

Ala Gly Ala Asp Ser Ser Gly Ala Gin Gin Gin Ala Gin Pro Thr Asn 
290 295 300 

Tyr Arg Cys Gly He Lys Thr Cys Arg Lys Cys Thr Gin Phe Thr Tyr 
305 310 315 320 

Tyr Val Arg Gin Lys Gin Gin Cys Leu Trp Asp Glu Xaa Arg Arg Gly 
325 330 335 

Glu Leu Gin Leu Met Gin Met Arg Cys Ala Arg Arg Arg Asn Gly Ser 
340 345 350 

Glu Phe Gly Asp Asp Ala Ser Ala Thr Cys Pro Gly Gly Glu Thr Arg 
355 360 365 

Ala Ala Thr Thr Thr Ala Thr He Thr Gly Gly Gly Ala Gly Gly Ser 
370 375 380 



Gly Lys Asp Thr Thr Ala Gly Thr Thr Thr Thr Thr Asn Lys Leu His 
385 390 395 400 

Gin Leu Leu Leu Leu Val Gin Gin Gin Met Pro Phe Thr Leu Trp Ser 
405 410 415 



Phe Pro Val His His He Ser Gin 
420 

His Lys Pro Ser Arg Gin Gin Lys 
435 440 



Ser His His Gin Ser Gin Ser Gin 

425 430 

Gin His Gin His His Ser Gin Val 
445 



Ala Pro Thr Ser His His Gin Ser Ser Ser Ser Thr Pro Pro Thr Pro 
450 455 460 

Ser Thr Ser Ser Ser Pro Pro Ser Ser Ser Ser Ser Ser Ser Ser Ser 
465 470 475 480 



Ala Met Ala Ala He Val Ala 
485 



<210> 57 
<211> 487 
<212> PRT 
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<213> Drosophila melanogaster 



<220> 

<221> VARIANT 
<222> (333) 

<223> Where Xaa is any amino acid as described in the 
specification 

<400> 57 

Met He Leu Lys Glu Glu His Pro His Gin Ser He Glu Thr Ala Ala 
15 10 15 

Asn Ala Ala Arg Gin Ala Gin Val Arg Trp Arg Met Ala His Leu Lys 
20 25 30 

Ala Leu Ser Arg Thr Arg Thr Pro Ala His Gly Asn Cys Cys Gly Arg 
35 40 45 

Val Val Ser Lys Asn His Phe Phe Lys His Ser Arg Ala Phe Leu Trp 
50 55 60 

Phe Leu Leu Cys Asn Leu Val Met Asn Ala Asp Ala Phe Ala His Ser 
65 " 70 75 80 

Gin Leu Leu He Asn Val Gin Asn Gin Gly Gly Glu Val He Gin Glu 
85 90 95 

Ser He Thr Ser Asn He Gly Glu Asp Leu He Thr Leu Glu Phe Gin 
100 105 HO 

Lys Thr Asp Gly Thr Leu He Thr Gin Val He Asp Phe Arg Asn Glu 
115 120 125 

Val Gin He Leu Lys Ala Leu Val Leu Gly Glu Glu Glu Arg Gly Gin 
130 135 140 

Ser Gin Tyr Gin Val Met Cys Phe Ala Thr Lys Phe Asn Lys Gly Asp 
145 150 155 160 

Phe He Ser Ser Ala Ala Met Ala Lys Leu Arg Gin Lys Asn Pro His 
165 170 175 

Thr He Arg Thr Pro Glu Glu Asp Lys Gly Arg Glu Thr Phe Thr Met 
180 185 190 

Ser Ser Trp Val Gin Leu Asn Arg Ser Leu Pro He Thr Arg His Leu 
195 200 205 

Gin Gly Leu Cys Ala Glu Ala Met Asp Ala Thr Tyr Val Arg Asp Val 
210 215 220 

Asp Leu Lys Ala Trp Ala Glu Leu Pro Gly Ser Ser He Ser Ser Leu 
225 230 235 240 

Glu Ala Ala Thr Glu Lys Phe Pro Asp Thr Leu Ser Thr Arg Cys Asn 
245 250 255 
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Glu Val Ser Ser Leu Trp Ala Pro Cys Leu Cys Asn Leu Glu Thr Cys 
260 265 270 



lie Gly Trp Tyr Pro Cys Gly Leu Lys Tyr Cys Lys Gly Lys Gly Val 
275 280 285 

Ala Gly Ala Asp Ser Ser Gly Ala Gin Gin Gin Ala Gin Pro Thr Asn 
290 295 300 

Tyr Arg Cys Gly He Lys Thr Cys Arg Lys Cys Thr Gin Phe Thr Tyr 
305 310 315 320 

Tyr Val Arg Gin Lys Gin Gin Cys Leu Trp Asp Glu Xaa Arg Arg Gly 
325 330 335 

Glu Leu Gin Leu Met Gin Met Arg Cys Ala Arg Arg Arg Asn Gly Ser 
340 345 350 

Glu Phe Gly Asp Asp Ala Ser Ala Thr Cys Pro Gly Gly Glu Thr Arg 
355 360 365 

Ala Ala Thr Thr Thr Ala Thr He Thr Gly Gly Gly Ala Gly Gly Ser 
370 375 380 

Gly Lys Asp Thr Thr Ala Ala Thr Thr Thr Thr Thr Asn Lys Leu Arg 
385 390 395 400 

Gin Leu Leu Leu Leu Val Gin Gin Gin Met Pro Phe Ala Leu Trp Ser 
405 410 415 

Phe Pro Val His His He Ser Gin Ser His His Gin Ser Gin Ser Gin 
420 425 430 

His Lys Pro Ser Arg Gin Gin Lys Gin His Gin His His Ser Gin Val 
435 440 445 

Ala Pro Thr Ser His His Gin Ser Ser Ser Ser Thr Pro Pro Thr Pro 
450 455 460 

Ser Thr Ser Ser Ser Pro Pro Ser Ser Ser Ser Ser Ser Ser Ser Ser 
465 470 475 480 

Ala Met Ala Ala He Val Ala 
485 



<210> 58 
<211> 305 
<212> PRT 

<213> Drosophila virilis 
<400> 58 

Met Ala Tyr Gly Ala Pro Gin Cys Ala Gin His Leu Pro Pro He Gly 
15 10 15 

Thr Pro Thr Leu Arg Gin Arg Ser Val Ser Cys Tyr His Phe Phe Arg 
20 25 30 
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His Ser Arg Gly Phe Leu Trp Phe Val Leu Cys Asn Leu Leu Leu Thr 
35 40 45 

Pro Asn lie Ser Asp Ala Gin Leu Leu lie Asn Val Gin Asn Gin Gly 
50 55 60 

Gly Glu Val He Gin Glu Ser He Thr Ser Asn He Gly Glu Asp Leu 
65 70 75 80 

He Thr Leu Glu Phe Gin Lys Thr Asp Gly Thr Leu He Thr Gin Leu 
85 90 95 

He Asp Phe Arg Asn Glu Val Gin He Leu Lys Ala Leu Val Leu Gly 
100 105 HO 

Glu Glu Glu Arg Gly Gin Ser Gin Tyr Gin Val Met Cys Phe Ala Thr 
115 120 125 

Lys Phe Asn Lys Gly Asp Phe He Ser Ser Asp Ala Met Ala Lys Leu 
130 135 140 

Arg Gin Lys Asn Pro His Thr He Arg Thr Pro Glu Glu Asp Lys Gly 
145 150 155 160 

Arg Glu Thr Tyr Thr Met Ser Ser Trp Val Gin Leu Asn Arg Ser Leu 
165 170 175 

Pro He Thr Arg His Leu Gin Ser Leu Cys Ala Glu Ala Thr Asp Ala 
180 185 190 

Thr Tyr Val Arg Asp Val Asp Leu Lys Ala Trp Ala Glu Leu Pro Gly 
195 200 205 

Ser Ser He Ser Ser Leu Glu Ala Ala Thr Glu Lys Phe Pro Asp Ala 
210 215 220 

Leu Ser Thr Arg Cys Asn Glu Val Ser Ser Leu Trp Ala Pro Cys Leu 
225 230 235 240 

Cys Thr Leu Glu Thr Cys He Gly Trp Tyr Pro Cys Gly Leu Lys Tyr 
245 250 255 

Cys Lys Gly Lys Ser Val Gly Gly Asp Thr Ser Gly Thr Gin Gin Gin 
260 265 270 

Gin Gin Gin Thr Asn Tyr Arg Cys Gly He Lys Thr Cys Arg Lys Cys 
275 280 285 

Thr Gin Phe Thr Tyr Tyr Val Arg Gin Lys Gin Gin Cys Leu Trp Asp 
290 295 300 

Glu 
305 



<210> 59 
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<211> 983 
<212> PRT 
<213> Homo sapiens 

<400> 59 

Met Asp Cys Gin Leu Ser lie Leu Leu Leu Leu Ser Cys Ser Val Leu 
15 10 15 

Asp Ser Phe Gly Glu Leu He Pro Gin Pro Ser Asn Glu Val Asn Leu 
20 25 30 

Leu Asp Ser Lys Thr He Gin Gly Glu Leu Gly Trp He Ser Tyr Pro 
35 40 45 

Ser His Gly Trp Glu Glu He Ser Gly Val Asp Glu His Tyr Thr Pro 
50 55 60 

He Arg Thr Tyr Gin Val Cys Asn Val Met Asp His Ser Gin Asn Asn 
65 70 75 80 

Trp Leu Arg Thr Asn Trp Val Pro Arg Asn Ser Ala Gin Lys He Tyr 
85 90 95 

Val Glu Leu Lys Phe Thr Leu Arg Asp Cys Asn Ser He Pro Leu Val 
100 105 HO 

Leu Gly Thr Cys Lys Glu Thr Phe Asn Leu Tyr Tyr Met Glu Ser Asp 
115 120 125 

Asp Asp His Gly Val Lys Phe Arg Glu His Gin Phe Thr Lys He Asp 
130 135 140 

Thr He Ala Ala Asp Glu Ser Phe Thr Gin Met Asp Leu Gly Asp Arg 
145 150 155 160 

He Leu Lys Leu Asn Thr Glu He Arg Glu Val Gly Pro Val Asn Lys 
165 170 175 

Lys Gly Phe Tyr Leu Ala Phe Gin Asp Val Gly Ala Cys Val Ala Leu 
180 185 190 

Val Ser Val Arg Val Tyr Phe Lys Lys Cys Pro Phe Thr Val Lys Asn 
195 200 205 

Leu Ala Met Phe Pro Asp Thr Val Pro Met Asp Ser Gin Ser Leu Val 
210 215 220 

Glu Val Arg Gly Ser Cys Val Asn Asn Ser Lys Glu Glu Asp Pro Pro 
225 230 235 240 

Arg Met Tyr Cys Ser Thr Glu Gly Glu Trp Leu Val Pro He Gly Lys 
245 250 255 

Cys Ser Cys Asn Ala Gly Tyr Glu Glu Arg Gly Phe Met Cys Gin Ala 
260 265 270 

Cys Arg Pro Gly Phe Tyr Lys Ala Leu Asp Gly Asn Met Lys Cys Ala 
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275 



280 



285 



Lys Cys Pro Pro His Ser Ser Thr Gin Glu Asp Gly Ser Met Asn Cys 
290 295 300 

Arg Cys Glu Asn Asn Tyr Phe Arg Ala Asp Lys Asp Pro Pro Ser Met 
305 310 315 320 

Ala Cys Thr Arg Pro Pro Ser Ser Pro Arg Asn Val lie Ser Asn lie 
325 330 335 

Asn Glu Thr Ser Val lie Leu Asp Trp Ser Trp Pro Leu Asp Thr Gly 
340 345 350 

Gly Arg Lys Asp Val Thr Phe Asn lie lie Cys Lys Lys Cys Gly Trp 
355 360 365 

Asn He Lys Gin Cys Glu Pro Cys Ser Pro Asn Val Arg Phe Leu Pro 
370 375 380 

Arg Gin Phe Gly Leu Thr Asn Thr Thr Val Thr Val Thr Asp Leu Leu 
385 390 395 400 

Ala His Thr Asn Tyr Thr Phe Glu He Asp Ala Val Asn Gly Val Ser 
405 410 415 

Glu Leu Ser Ser Pro Pro Arg Gin Phe Ala Ala Val Ser He Thr Thr 
420 425 430 

Asn Gin Ala Ala Pro Ser Pro Val Leu Thr He Lys Lys Asp Arg Thr 
435 440 445 

Ser Arg Asn Ser He Ser Leu Ser Trp Gin Glu Pro Glu His Pro Asn 
450 455 460 

Gly He He Leu Asp Tyr Glu Val Lys Tyr Tyr Glu Lys Gin Glu Gin 
465 470 475 480 

Glu Thr Ser Tyr Thr He Leu Arg Ala Arg Gly Thr Asn Val Thr He 
485 490 495 

Ser Ser Leu Lys Pro Asp Thr He Tyr Val Phe Gin He Arg Ala Arg 
500 505 510 

Thr Ala Ala Gly Tyr Gly Thr Asn Ser Arg Lys Phe Glu Phe Glu Thr 
515 520 525 

Ser Pro Asp Ser Phe Ser He Ser Gly Glu Ser Ser Gin Val Val Met 
530 535 540 

He Ala He Ser Ala Ala Val Ala He He Leu Leu Thr Val Val He 
545 550 555 560 

Tyr Val Leu He Gly Arg Phe Cys Gly Tyr Lys Ser Lys His Gly Ala 
565 570 575 

Asp Glu Lys Arg Leu His Phe Gly Asn Gly His Leu Lys Leu Pro Gly 
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580 



585 



590 



Leu Arg Thr Tyr Val Asp Pro His Thr Tyr Glu Asp Pro Thr Gin Ala 
595 600 605 

Val His Glu Phe Ala Lys Glu Leu Asp Ala Thr Asn lie Ser lie Asp 
610 615 620 

Lys Val Val Gly Ala Gly Glu Phe Gly Glu Val Cys Ser Gly Arg Leu 
625 630 635 640 

Lys Leu Pro Ser Lys Lys Glu lie Ser Val Ala lie Lys Thr Leu Lys 
645 650 655 

Val Gly Tyr Thr Glu Lys Gin Arg Arg Asp Phe Leu Gly Glu Ala Ser 
660 665 670 

lie Met Gly Gin Phe Asp His Pro Asn lie lie Arg Leu Glu Gly Val 
675 680 685 

Val Thr Lys Ser Lys Pro Val Met lie Val Thr Glu Tyr Met Glu Asn 
690 695 700 

Gly Ser Leu Asp Ser Phe Leu Arg Lys His Asp Ala Gin Phe Thr Val 
705 710 715 720 

lie Gin Leu Val Gly Met Leu Arg Gly lie Ala Ser Gly Met Lys Tyr 
725 730 735 

Leu Ser Asp Met Gly Tyr Val His Arg Asp Leu Ala Ala Arg Asn He 
740 745 750 

Leu He Asn Ser Asn Leu Val Cys Lys Val Ser Asp Phe Gly Leu Ser 
755 760 765 

Arg Val Leu Glu Asp Asp Pro Glu Ala Ala Tyr Thr Thr Arg Gly Gly 
770 775 780 

Lys He Pro He Arg Trp Thr Ser Pro Glu Ala He Ala Tyr Arg Lys 
785 790 795 800 

Phe Thr Ser Ala Ser Asp Val Trp Ser Tyr Gly He Val Leu Trp Glu 
805 810 815 

Val Met Ser Tyr Gly Glu Arg Pro Tyr Trp Glu Met Ser Asn Gin Asp 
820 825 830 

Val He Lys Ala Val Asp Glu Gly Tyr Arg Leu Pro Pro Pro Met Asp 
835 840 845 

Cys Pro Ala Ala Leu Tyr Gin Leu Met Leu Asp Cys Trp Gin Lys Asp 
850 855 860 

Arg Asn Asn Arg Pro Lys Phe Glu Gin He Val Ser He Leu Asp Lys 
865 870 875 880 



Leu He Arg Asn Pro Gly Ser Leu Lys lie He Thr Ser Ala Ala Ala 
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885 



890 



895 



Arg Pro Ser Asn Leu Leu Leu Asp 
900 

Phe Arg Thr Thr Gly Asp Trp Leu 
915 920 

Lys Glu lie Phe Thr Gly Val Glu 
930 935 

Lys lie Ser Thr Asp Asp Met Lys 
945 950 

Pro Gin Lys Lys lie lie Ser Ser 
965 

Lys Asn Gly Pro Val Pro Val 
980 



Gin Ser Asn Val Asp lie Ser Thr 
905 910 

Asn Gly Val Arg Thr Ala His Cys 
925 

Tyr Ser Ser Cys Asp Thr lie Ala 
940 

Lys Val Gly Val Thr Val Val Gly 
955 960 

lie Lys Ala Leu Glu Thr Gin Ser 
970 975 



<210> 60 
<211> 984 
<212> PRT 

<213> Rattus norvegicus 
<400> 60 

Met Ala Leu Asp Cys Leu Leu Leu Phe Leu Leu Ala Ser Ala Val Ala 
15 10 15 

Ala Met Glu Glu Thr Leu Met Asp Thr Arg Thr Ala Thr Ala Glu Leu 
20 25 30 

Gly Trp Thr Ala Asn Pro Ala Ser Gly Trp Glu Glu Val Ser Gly Tyr 
35 40 45 

Asp Glu Asn Leu Asn Thr lie Arg Thr Tyr Gin Val Cys Asn Val Phe 
50 55 60 

Glu Pro Asn Gin Asn Asn Trp Leu Leu Thr Thr Phe lie Asn Arg Arg 
65 70 75 80 

Gly Ala His Arg lie Tyr Thr Glu Met Arg Phe Thr Val Arg Asp Cys 
85 90 95 

Ser Ser Leu Pro Asn Val Pro Gly Ser Cys Lys Glu Thr Phe Asn Leu 
100 105 110 

Tyr Tyr Tyr Glu Thr Asp Ser Val lie Ala Thr Lys Lys Ser Ala Phe 
115 120 125 

Trp Ser Glu Ala Pro Tyr Leu Lys Val Asp Thr lie Ala Ala Asp Glu 
130 135 140 

Ser Phe Ser Gin Val Asp Phe Gly Gly Arg Leu Met Lys Val Asn Thr 
145 150 155 160 
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Glu Val Arg Ser Phe Gly Pro Leu Thr Arg Asn Gly Phe Tyr Leu Ala 
165 170 175 

Phe Gin Asp Tyr Gly Ala Cys Met Ser Leu Leu Ser Val Arg Val Phe 
180 185 190 

Phe Lys Lys Cys Pro Ser He Val Gin Asn Phe Ala Val Phe Pro Glu 
195 200 205 

Thr Met Thr Gly Ala Glu Ser Thr Ser Leu Val He Ala Arg Gly Thr 
210 215 220 

Cys He Pro Asn Ala Glu Glu Val Asp Val Pro He Lys Leu Tyr Cys 
225 230 235 240 

Asn Gly Asp Gly Glu Trp Met Val Pro He Gly Arg Cys Thr Cys Lys 
245 250 255 

Ala Gly Tyr Glu Pro Glu Asn Ser Val Ala Cys Lys Ala Cys Pro Ala 
260 265 270 

Gly Thr Phe Lys Ala Ser Gin Glu Ala Glu Gly Cys Ser His Cys Pro 
275 280 285 

Ser Asn Ser Arg Ser Pro Ser Glu Ala Ser Pro He Cys Thr Cys Arg 
290 295 300 

Thr Gly Tyr Tyr Arg Ala Asp Phe Asp Pro Pro Glu Val Ala Cys Thr 
305 ' 310 315 320 

Ser Val Pro Ser Gly Pro Arg Asn Val He Ser He Val Asn Glu Thr 
325 330 335 

Ser He He Leu Glu Trp His Pro Pro Arg Glu Thr Gly Gly Arg Asp 
340 345 350 

Asp Val Thr Tyr Asn He He Cys Lys Lys Cys Arg Ala Asp Arg Arg 
355 360 365 

Ser Cys Ser Arg Cys Asp Asp Asn Val Glu Phe Val Pro Arg Gin Leu 
370 375 380 

Gly Leu Thr Glu Cys Arg Val Ser He Ser Ser Leu Trp Ala His Thr 
385 390 395 400 

Pro Tyr Thr Phe Asp He Gin Ala He Asn Gly Val Ser Ser Lys Ser 
405 410 415 

Pro Phe Pro Pro Gin His Val Ser Val Asn He Thr Thr Asn Gin Ala 
420 425 430 

Ala Pro Ser Thr Val Pro He Met His Gin Val Ser Ala Thr Met Arg 
435 440 445 

Ser He Thr Leu Ser Trp Pro Gin Pro Glu Gin Pro Asn Gly He He 
450 455 460 
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Leu Asp Tyr Glu lie Arg Tyr Tyr Glu Lys Glu His Asn Glu Phe Asn 
465 470 475 480 

Ser Ser Met Ala Arg Ser Gin Thr Asn Thr Ala Arg lie Asp Gly Leu 
485 490 495 

Arg Pro Gly Met Val Tyr Val Val Gin Val Arg Ala Arg Thr Val Ala 
500 505 510 

Gly Tyr Gly Lys Phe Ser Gly Lys Met Cys Phe Gin Thr Leu Thr Asp 
515 520 525 

Asp Asp Tyr Lys Ser Glu Leu Arg Glu Gin Leu Pro Leu lie Ala Gly 
530 535 540 

Ser Ala Ala Ala Gly Val Val Phe Val Val Ser Leu Val Ala lie Ser 
545 550 555 560 

He Val Cys Ser Arg Lys Arg Ala Tyr Ser Lys Glu Ala Val Tyr Ser 
565 570 575 

Asp Lys Leu Gin His Tyr Ser Thr Gly Arg Gly Ser Pro Gly Met Lys 
580 585 590 

He Tyr He Asp Pro Phe Thr Tyr Glu Asp Pro Asn Glu Ala Val Arg 
595 600 605 

Glu Phe Ala Lys Glu He Asp Val Ser Phe Val Lys He Glu Glu Val 
610 615 620 

He Gly Ala Gly Glu Phe Gly Glu Val Tyr Lys Gly Arg Leu Lys Leu 
625 630 635 640 

Pro Gly Lys Arg Glu He Tyr Val Ala He Lys Thr Leu Lys Ala Gly 
645 650 655 

Tyr Ser Glu Lys Gin Arg Arg Asp Phe Leu Ser Glu Ala Ser He Met 
660 665 670 

Gly Gin Phe Asp His Pro Asn He He Arg Leu Glu Gly Val Val Thr 
675 680 685 

Lys Ser Arg Pro Val Met He He Thr Glu Phe Met Glu Asn Gly Ala 
690 695 700 

Leu Asp Ser Phe Leu Arg Gin Asn Asp Gly Gin Phe Thr Val He Gin 
705 710 715 720 

Leu Val Gly Met Leu Arg Gly He Ala Ala Gly Met Lys Tyr Leu Ser 
725 730 735 

Glu Met Asn Tyr Val His Arg Asp Leu Ala Ala Arg Asn He Leu Val 
740 745 750 

Asn Ser Asn Leu Val Cys Lys Val Ser Asp Phe Gly Leu Ser Arg Tyr 
755 760 765 
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Leu Gin Asp Asp Thr Ser Asp Pro Thr Tyr Thr Ser Ser Leu Gly Gly 
770 775 780 

Lys He Pro Val Arg Trp Thr Ala Pro Glu Ala He Ala Tyr Arg Lys 
785 790 795 800 

Phe Thr Ser Ala Ser Asp Val Trp Ser Tyr Gly He Val Met Trp Glu 
805 810 815 

Val Met Ser Phe Gly Glu Arg Pro Tyr Trp Asp Met Ser Asn Gin Asp 
820 825 830 

Val He Asn Ala He Glu Gin Asp Tyr Arg Leu Pro Pro Pro Met Asp 
835 840 845 

Cys Pro Ala Ala Leu His Gin Leu Met Leu Asp Cys Trp Gin Lys Asp 
850 855 860 

Arg Asn Ser Arg Pro Arg Phe Ala Glu lie Val Asn Thr Leu Asp Lys 
865 870 875 880 

Met He Arg Asn Pro Ala Ser Leu Lys Thr Val Ala Thr He Thr Ala 
885 890 895 

Val Pro Ser Gin Pro Leu Leu Asp Arg Ser He Pro Asp Phe Thr Ala 
900 905 910 

Phe Thr Thr Val Asp Asp Trp Leu Ser Ala He Lys Met Val Gin Tyr 
915 920 925 

Arg Asp Ser Phe Leu Thr Ala Gly Phe Thr Ser Leu Gin Leu Val Thr 
930 935 940 

Gin Met Thr Ser Glu Asp Leu Leu Arg He Gly Val Thr Leu Ala Gly 
945 950 955 960 

His Gin Lys Lys He Leu Ser Ser He His Ser Met Arg Val Gin Met 
965 970 975 

Asn Gin Ser Pro Ser Val Met Ala- 
980 



<210> 61 
<211> 985 
<212> PRT 

<213> Xenopus laevis 
<400> 61 

Met Ala Gly He Val His Gly lie Leu Phe Cys Gly Leu Phe Gly Leu 
15 10 15 

Cys Trp Ala Val Thr Gly Ser Arg He Tyr Pro Ala Ser Glu Val Thr 
20 25 30 

Leu Leu Asp Ser Arg Ser Val Gin Gly Glu Leu Gly Trp He Ala Ser 
35 40 45 
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Pro Leu Glu Gly Gly Trp Glu Glu Val Ser lie Met Asp Glu Lys Asn 
50 55 60 

Thr Pro lie Arg Thr Tyr Gin Val Cys Asn Val Met Glu Ser Ser Gin 
65 70 75 80 

Asn Asn Trp Leu Arg Thr Asp Trp lie Pro Arg Ser Gly Ala Gin Arg 
85 90 95 

Val Tyr Val Glu lie Lys Phe Thr Leu Arg Asp Cys Asn Ser Leu Pro 
100 105 110 

Gly Val Met Gly Thr Cys Lys Glu Thr Phe Asn Leu Tyr Tyr Tyr Glu 
115 120 125 

Ser Asn Asn Asp Lys Glu Arg Phe He Arg Glu Thr Gin Tyr Val Lys 
130 135 140 

He Asp Thr He Ala Ala Asp Glu Ser Phe Thr Gin Val Asp He Gly 
145 150 155 160 

Asp Arg He Met Lys Leu Asn Thr Glu Val Arg Asp Val Gly Pro Leu 
165 170 175 

Ser Lys Lys Gly Phe Tyr Leu Ala Phe Gin Asp Val Gly Ala Cys He 
180 185 190 

Ala Leu Val Ser Val Arg Val Phe Tyr Lys Lys Cys Pro Leu Thr Val 
195 200 205 

Arg Asn Leu Ala Gin Phe Pro Asp Thr He Thr Gly Ser Asp Thr Ser 
210 215 220 

Ser Leu Val Glu Val Arg Gly Ser Cys Val Asp Asn Ser Glu Glu Lys 
225 230 235 240 

Asp Val Pro Lys Met Tyr Cys Gly Ala Asp Gly Glu Trp Leu Val Pro 
245 250 255 

He Gly Asn Cys Leu Cys Asn Ala Gly Phe Glu Glu His Asn Gly Gly 
260 265 270 

Cys Gin Ala Cys Lys Val Gly Tyr Tyr Lys Ala Leu Ser Thr Asp Ala 
275. 280 285 

Ala Cys Ser Lys Cys Pro Pro His Ser Tyr Ala Leu Arg Glu Gly Ser 
290 295 300 

Thr Ser Cys Thr Cys Asp Arg Gly Tyr Phe Arg Ala Asp Thr Asp Pro 
305 310 315 320 

Ala Ser Met Pro Cys Thr Arg Pro Pro Ser Ala Pro Gin Asn Leu He 
325 330 335 

Ser Asn Val Asn Glu Thr Ser Val Asn Leu Glu Trp Ser Pro Pro Gin 
340 345 350 
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Asn Ser Gly Gly Arg Pro Asp Val Ser Tyr Asn Leu Val Cys Lys Arg 
355 360 365 

Cys Gly Ser Asp Leu Thr Arg Cys Ser Pro Cys Gly Ser Gly Val His 
370 375 380 

Tyr Ser Pro Gin Gin Asn Gly Leu Lys Thr Thr Lys Val Ser He Asn 
385 390 395 400 

Asp Leu Gin Ala His Thr Asn Tyr Thr Phe Glu Val Trp Ala He Asn 
405 410 415 

Gly Val Ser Lys Gin Asn Pro Glu Gin Asp Gin Ala Val Ser Val Thr 
420 425 430 

Val Thr Thr Asn Gin Ala Ala Pro Ser Thr Val Thr Gin He Gin Pro 
435 440 445 

Lys Glu He Thr Arg His Ser Val Ser Leu Thr Trp Pro Glu Pro Glu 
450 455 460 

Arg Ala Asn Gly Val He Leu Glu Tyr Glu Val Lys Tyr Tyr Glu Lys 
465 470 475 480 

Asp Gin Asn Glu Arg Ser Tyr Arg He Val Lys Thr Ala Ser Arg Ser 
485 490 495 

Ala Asp He Lys Gly Leu Asn Pro Leu Thr Gly Tyr Val Phe His Val 
500 505 510 

Arg Ala Arg Thr Ala Ala Gly Tyr Gly Glu Phe Ser Gly Pro Phe Glu 
515 520 525 

Phe Thr Thr Asn Thr Val Pro Ser Pro Met He Gly Glu Gly Thr Ser 
530 535 540 

Pro Thr Val Leu Leu Val Ser Val Ala Gly Ser He Val Leu Val Val 
545 550 555 560 

He Leu He Ala Ala Phe Val He Ser Arg Arg Arg Ser Lys Tyr Ser 
565 570 575 

Lys Ala Lys Gin Glu Ala Asp Glu Glu Lys His Leu Asn Gin Gly Val 
580 585 590 

Lys Thr Tyr Val Asp Pro Phe Thr Tyr Glu Asp Pro Asn Gin Ala Val 
595 600 605 

Arg Glu Phe Ala Lys Glu He Asp Ala Ser Cys He Lys lie Glu Lys 
610 615 620 

Val He Gly Val Gly Glu Phe Gly Glu Val Cys Ser Gly Arg Leu Lys 
625 630 635 640 

Val Pro Gly Lys Arg Glu He Tyr Val Ala He Lys Thr Leu Lys Ala 
645 650 655 
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Gly Tyr Thr Asp Lys Gin Arg Arg Asp Phe Leu Ser Glu Ala Ser lie 
660 665 670 

Met Gly Gin Phe Asp His Pro Asn lie lie His Leu Glu Gly Val Val 
675 680 685 

Thr Lys Cys Lys Pro Val Met lie lie Thr Glu Tyr Met Glu Asn Gly 
690 695 700 

Ser Leu Asp Ala Phe Leu Arg Lys Asn Asp Gly Arg Phe Thr Val lie 
705 710 715 720 

Gin Leu Val Gly Met Leu Arg Gly lie Gly Ser Gly Met Lys Tyr Leu 
725 730 735 

Ser Asp Met Ser Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie Leu 
740 745 750 

Val Asn Ser Asn Leu Val Cys Lys Val Ser Asp Phe Gly Met Ser Arg 
755 760 765 

Val Leu Glu Asp Asp Pro Glu Ala Ala Tyr Thr Thr Arg Gly Gly Lys 
770 775 780 

lie Pro lie Arg Trp Thr Ala Pro Glu Ala lie Ala Tyr Arg Lys Phe 
785 790 795 800 

Thr Ser Ala Ser Asp Val Trp Ser Tyr Gly He Val Met Trp Glu Val 
805 810 815 

Met Ser Tyr Gly Glu Arg Pro Tyr Trp Asp Met Ser Asn Gin Asp Val 
820 825 830 

He Lys Ala He Glu Glu Gly Tyr Arg Leu Pro Pro Pro Met Asp Cys 
835 840 845 

Pro He Ala Leu His Gin Leu Met Leu Asp Cys Trp Gin Lys Asp Arg 
850 855 860 

Ser Asp Arg Pro Lys Phe Gly Gin He Val Ser Met Leu Asp Lys Leu 
865 870 875 880 

He Arg Asn Pro Asn Ser Leu Lys Arg Thr Gly Leu Glu Asn Ser Arg 
885 890 895 

Thr Asn Thr Ala Leu Leu Asp Pro Ser Ser Pro Glu Trp Ser Gin Val 
900 905 910 

Ala Ser Val Leu Asp Trp Leu Gin Ala Ser Lys Trp Lys Arg Tyr Lys 
915 920 925 

Asp Asn Phe Thr Ala Ala Gly Tyr Thr Ser Leu Glu Ala Val Val His 
930 935 940 

Val Asn Gin Asp Asp Leu Thr Arg He Gly He Ser Ser Pro Ser His 
945 950 955 960 
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Gin Asn Lys lie Leu Ser Ser Val Gin Gly Met Arg Thr Gin Leu Gin 
965 970 975 

Gin Met Gin Gly Arg Met Val Pro Val 
980 985 



<210> 62 
<211> 995 
<212> PRT 

<213> Gallus gallus 
<400> 62 

Met Pro Gly Pro Glu Arg Thr Met Gly Pro Leu Trp Phe Cys Cys Leu 
15 10 15 

Pro Leu Ala Leu Leu Pro Leu Leu Ala Ala Val Glu Glu Thr Leu Met 
20 25 30 

Asp Ser Thr Thr Ala Thr Ala Glu Leu Gly Trp Met Val His Pro Pro 
35 40 45 

Ser Gly Trp Glu Glu Val Ser Gly Tyr Asp Glu Asn Met Asn Thr lie 
50 55 60 

Arg Thr Tyr Gin Val Cys Asn Val Phe Glu Ser Ser Gin Asn Asn Trp 
65 70 75 80 

Leu Arg Thr Lys Tyr lie Arg Arg Arg Gly Ala His Arg lie His Val 
85 90 95 

Glu Met Lys Phe Ser Val Arg Asp Cys Ser Ser lie Pro Asn Val Pro 
100 105 110 

Gly Ser Cys Lys Glu Thr Phe Asn Leu Tyr Tyr Tyr Glu Ser Asp Phe 
115 120 125 

Asp Ser Ala Thr Lys Thr Phe Pro Asn Trp Met Glu Asn Pro Trp Met 
130 135 140 

Lys Val Asp Thr lie Ala Ala Asp Glu Ser Phe Ser Gin Val Asp Leu 
145 150 155 160 

Gly Gly Arg Val Met Lys lie Asn Thr Glu Val Arg Ser Phe Gly Pro 
165 170 175 

Val Ser Lys Asn Gly Phe Tyr Leu Ala Phe Gin Asp Tyr Gly Gly Cys 
180 185 190 

Met Ser Leu lie Ala Val Arg Val Phe Tyr Arg Lys Cys Pro Arg Val 
195 200 205 

He Gin Asn Gly Ala Val Phe Gin Glu Thr Leu Ser Gly Ala Glu Ser 
210 215 220 

Thr Ser Leu Val Ala Ala Arg Gly Thr Cys He Ser Asn Ala Glu Glu 
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225 230 235 240 

Val Asp Val Pro He Lys Leu Tyr Cys Asn Gly Asp Gly Glu Trp Leu 
245 250 255 

Val Pro He Gly Arg Cys Met Cys Arg Pro Gly Tyr Glu Ser Val Glu 
260 265 270 

Asn Gly Thr Val Cys Arg Gly Cys Pro Ser Gly Thr Phe Lys Ala Ser 
275 280 285 

Gin Gly Asp Glu Gly Cys Val His Cys Pro He Asn Ser Arg Thr Thr 
290 295 300 

Ser Glu Gly Ala Thr Asn Cys Val Cys Arg Asn Gly Tyr Tyr Arg Ala 
305 310 315 320 

Asp Ala Asp Pro Val Asp Met Pro Cys Thr Thr He Pro Ser Ala Pro 
325 330 335 

Gin Ala Val He Ser Ser Val Asn Glu Thr Ser Leu Met Leu Glu Trp 
340 345 350 

Thr Pro Pro Arg Asp Ser Gly Gly Arg Glu Asp Leu Val Tyr Asn He 
355 360 365 

He Cys Lys Ser Cys Gly Ser Gly Arg Gly Ala Cys Thr Arg Cys Gly 
370 375 380 

Asp Asn Val Gin Phe Ala Pro Arg Gin Leu Gly Leu Thr Glu Pro Arg 
385 390 395 400 

He Tyr He Ser Asp Leu Leu Ala His Thr Gin Tyr Thr Phe Glu He 
405 410 415 

Gin Ala Val Asn Gly Val Thr Asp Gin Ser Pro Phe Ser Pro Gin Phe 
420 425 430 

Ala Ser Val Asn He Thr Thr Asn Gin Ala Ala Pro Ser Ala Val Ser 
435 440 445 

He Met His Gin Val Ser Arg Thr Val Asp Ser He Thr Leu Ser Trp 
450 455 460 

Ser Gin Pro Asp Gin Pro Asn Gly Val He Leu Asp Tyr Glu Leu Gin 
465 470 475 480 

Tyr Tyr Glu Lys Asn Leu Ser Glu Leu Asn Ser Thr Ala Val Lys Ser 
485 490 495 

Pro Thr Asn Thr Val Thr Val Gin Asn Leu Lys Ala Gly Thr He Tyr 
500 505 510 

Val Phe Gin Val Arg Ala Arg Thr Val Ala Gly Tyr Gly Arg Tyr Ser 
515 520 525 

Gly Lys Met Tyr Phe Gin Thr Met Thr Glu Ala Glu Tyr Gin Thr Ser 



134 



530 535 540 

Val Gin Glu Lys Leu Pro Leu lie lie Gly Ser Ser Ala Ala Gly Leu 
545 550 555 560 

Val Phe Leu lie Ala Val Val Val lie lie lie Val Cys Asn Arg Arg 
565 570 575 

Arg Gly Phe Glu Arg Ala Asp Ser Glu Tyr Thr Asp Lys Leu Gin His 
580 585 590 

Tyr Thr Ser Gly His Met Thr Pro Gly Met Lys lie Tyr lie Asp Pro 
595 600 605 

Phe Thr Tyr Glu Asp Pro Asn Glu Ala Val Arg Glu Phe Ala Lys Glu 
610 615 620 

He Asp He Ser Cys Val Lys He Glu Gin Val He Gly Ala Gly Glu 
625 630 635 640 

Phe Gly Glu Val Cys Ser Gly His Leu Lys Leu Pro Gly Lys Arg Glu 
645 650 655 

He Phe Val Ala He Lys Thr Leu Lys Ser Gly Tyr Thr Glu Lys Gin 
660 665 670 

Arg Arg Asp Phe Leu Ser Glu Ala Ser He Met Gly Gin Phe Asp His 
675 680 685 

Pro Asn Val He His Leu Glu Gly Val Val Thr Lys Ser Ser Pro Val 
690 695 700 

Met He He Thr Glu Phe Met Glu Asn Gly Ser Leu Asp Ser Phe Leu 
705 710 715 720 

Arg Gin Asn Asp Gly Gin Phe Thr Val He Gin Leu Val Gly Met Leu 
725 730 735 

Arg Gly He Ala Ala Gly Met Lys Tyr Leu Ala Asp Met Asn Tyr Val 
740 745 750 

His Arg Asp Leu Ala Ala Arg Asn He Leu Val Asn Ser Asn Leu Val 
755 760 765 

Cys Lys Val Ser Asp Phe Gly Leu Ser Arg Phe Leu Glu Asp Asp Thr 
770 775 780 

Ser Asp Pro Thr Tyr Thr Ser Ala Leu Gly Gly Lys He Pro He Arg 
785 790 795 800 

Trp Thr Ala Pro Glu Ala He Gin Tyr Arg Lys Phe Thr Ser Ala Ser 
805 810 815 

Asp Val Trp Ser Tyr Gly He Val Met Trp Glu Val Met Ser Tyr Gly 
820 825 830 

Glu Arg Pro Tyr Trp Asp Met Thr Asn Gin Asp Val He Asn Ala He 
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835 



840 



845 



Glu Gin Asp Tyr Arg Leu Pro Pro Pro Met Asp Cys Pro Asn Ala Leu 
850 855 860 

His Gin Leu Met Leu Asp Cys Trp Gin Lys Asp Arg Asn His Arg Pro 
865 870 875 880 

Lys Phe Gly Gin lie Val Asn Thr Leu Asp Lys Met lie Arg Asn Pro 
885 890 895 

Asn Ser Leu Lys Ala Met Ala Pro Leu Ser Ser Gly Val Asn Leu Pro 
900 905 910 

Leu Leu Asp Arg Thr lie Pro Asp Tyr Thr Ser Phe Asn Thr Val Asp 
915 920 925 

Glu Trp Leu Asp Ala lie Lys Met Ser Gin Tyr Lys Glu Ser Phe Ala 
930 935 940 

Ser Ala Gly Phe Thr Thr Phe Asp lie Val Ser Gin Met Thr Val Glu 
945 950 955 960 

Asp lie Leu Arg Val Gly Val Thr Leu Ala Gly His Gin Lys Lys lie 
965 970 975 

Leu Asn Ser lie Gin Val Met Arg Ala Gin Met Asn Gin lie Gin Ser 
980 985 990 

Val Glu Val 
995 



<210> 63 
<211> 1005 
<212> PRT 

<213> Rattus norvegicus 
<400> 63 

Met Arg Gly Ser Gly Pro Arg Gly Ala Gly Arg Arg Arg Thr Gin Gly 
15 10 15 

Arg Gly Gly Gly Gly Asp Thr Pro Arg Val Pro Ala Ser Leu Ala Gly 
20 25 30 

Cys Tyr Ser Ala Pro Leu Lys Gly Pro Leu Trp Thr Cys Leu Leu Leu 
35 40 45 

Cys Ala Ala Leu Arg Thr Leu Leu Ala Ser Pro Ser Asn Glu Val Asn 
50 55 60 

Leu Leu Asp Ser Arg Thr Val Leu Gly Asp Leu Gly Trp lie Ala Phe 
65 70 75 80 

Pro Lys Asn Gly Trp Glu Glu lie Gly Glu Val Asp Glu Asn Tyr Ala 
85 90 95 
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Pro lie His Thr Tyr Gin Val Cys Lys Val Met Glu Gin Asn Gin Asn 
100 105 110 

Asn Trp Leu Leu Thr Ser Trp lie Ser Asn Glu Gly Ala Ser Arg lie 
115 120 125 

Phe lie Glu Leu Lys Phe Thr Leu Arg Asp Cys Asn Ser Leu Pro Gly 
130 135 140 

Gly Leu Gly Thr Cys Lys Glu Thr Phe Asn Met Tyr Tyr Phe Glu Ser 
145 150 155 160 

Asp Asp Glu Asn Gly Arg Asn lie Lys Asp Asn Gin Tyr lie Lys lie 
165 170 175 

Asp Thr lie Ala Ala Asp Glu Ser Phe Thr Glu Leu Asp Leu Gly Asp 
180 185 190 

Arg Val Met Lys Leu Asn Thr Glu Val Arg Asp Val Gly Pro Leu Ser 
195 200 205 

Lys Lys Gly Phe Tyr Leu Ala Phe Gin Asp Val Gly Ala Cys lie Ala 
210 215 220 

Leu Val Ser Val Arg Val Tyr Tyr Lys Lys Cys Pro Ser Val Val Arg 
225 230 235 240 

His Leu Ala Val Phe Pro Asp Thr lie Thr Gly Ala Asp Ser Ser Gin 
245 250 255 

Leu Leu Glu Val Ser Gly Ser Cys Val Asn His Ser Val Thr Asp Asp 
260 265 270 

Pro Pro Lys Met His Cys Ser Ala Glu Gly Glu Trp Leu Val Pro lie 
275 280 285 

Gly Lys Cys Met Cys Lys Ala Gly Tyr Glu Glu Lys Asn Gly Thr Cys 
290 295 300 

Gin Val Cys Arg Pro Gly Phe Phe Lys Ala Ser Pro His Ser Gin Thr 
305 310 315 320 

Cys Ser Lys Cys Pro Pro His Ser Tyr Thr His Glu Glu Ala Ser Thr 
325 330 335 

Ser Cys Val Cys Glu Lys Asp Tyr Phe Arg Arg Glu Ser Asp Pro Pro 
340 345 350 

Thr Met Ala Cys Thr Arg Pro Pro Ser Ala Pro Arg Asn Ala lie Ser 
355 360 365 

Asn Val Asn Glu Thr Ser Val Phe Leu Glu Trp lie Pro Pro Ala Asp 
370 375 380 

Thr Gly Gly Gly Lys Asp Val Ser Tyr Tyr lie Leu Cys Lys Lys Cys 
385 390 395 400 
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Asn Ser His Ala Gly Val Cys Glu Glu Cys Gly Gly His Val Arg Tyr 
405 410 415 

Leu Pro Gin Gin lie Gly Leu Lys Asn Thr Ser Val Met Met Ala Asp 
420 425 430 

Pro Leu Ala His Thr Asn Tyr Thr Phe Glu lie Glu Ala Val Asn Gly 
435 440 445 

Val Ser Asp Leu Ser Pro Gly Thr Arg Gin Tyr Val Ser Val Asn Val 
450 455 460 

Thr Thr Asn Gin Ala Ala Pro Ser Pro Val Thr Asn Val Lys Lys Gly 
465 470 475 480 

Lys lie Ala Lys Asn Ser lie Ser Leu Ser Trp Gin Glu Pro Asp Arg 
485 490 495 

Pro Asn Gly lie lie Leu Glu Tyr Glu lie Lys Tyr Phe Glu Lys Asp 
500 505 510 

Gin Glu Thr Ser Tyr Thr lie lie Lys Ser Lys Glu Thr Thr lie Thr 
515 520 525 

Ala Glu Gly Leu Lys Pro Ala Ser Val Tyr Val Phe Gin lie Arg Ala 
530 535 540 

Arg Thr Ala Ala Gly Tyr Gly Val Phe Ser Arg Arg Phe Glu Phe Glu 
545 550 555 560 

Thr Thr Pro Val Phe Gly Ala Ser Asn Asp Gin Ser Gin lie Pro lie 
565 570 575 

lie Gly Val Ser Val Thr Val Gly Val lie Leu Leu Ala Val Met lie 
580 585 590 



Gly Phe Leu Leu Ser Gly Ser Cys 
595 600 

Ser Ser Leu Cys Ala Val Ala His 
610 615 

Tyr Ser Lys Ala Lys Gin Asp Pro 
625 630 



Cys Glu Cys Gly Cys Gly Arg Ala 
605 

Pro Ser Leu lie Trp Arg Cys Gly 
620 

Glu Glu Glu Lys Met His Phe His 
635 640 



Asn Gly His lie Lys Leu Pro Gly Val Arg Thr Tyr lie Asp Pro His 
645 650 655 

Thr Tyr Glu Asp Pro Thr Gin Ala Val His Glu Phe Gly Lys Glu He 
660 665 670 

Glu Ala Ser Cys He Thr He Glu Arg Val He Gly Ala Gly Glu Phe 
675 680 685 

Gly Glu Val Cys Ser Gly Arg Leu Lys Leu Pro Gly Lys Arg Glu Leu 
690 695 700 
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Pro Val Ala Thr Lys Thr Leu Lys Val Gly Tyr Thr Glu Lys Gin Arg 
705 710 715 720 

Arg Asp Phe Leu Ser Glu Ala Ser lie Met Gly Gin Phe Asp His Pro 
725 730 735 

Asn lie lie His Leu Glu Gly Val Val Thr Lys Ser Lys Pro Val Met 
740 745 750 

lie Val Thr Glu Tyr Met Glu Asn Gly Ser Leu Asp Thr Phe Leu Lys 
755 760 765 

Lys Asn Asp Gly Gin Phe Thr Val lie Gin Leu Val Gly Met Leu Arg 
770 775 780 

Gly lie Ala Ala Gly Met Lys Tyr Leu Ser Asp Met Gly Tyr Val His 
785 790 795 800 

Arg Asp Leu Ala Ala Arg Asn lie Leu lie Asn Ser Asn Leu Val Cys 
805 810 815 

Lys Val Ser Asp Phe Gly Leu Ser Arg Val Leu Glu Asp Asp Pro Glu 
820 825 830 

Ala Ala Tyr Thr Thr Arg Gly Gly Lys He Pro He Arg Trp Thr Ala 
835 840 845 

Pro Glu Ala He Ala Phe Arg Lys Phe Thr Ser Ala Ser Asp Val Trp 
850 855 860 

Ser Tyr Gly He Val Met Trp Glu Val Val Ser Tyr Gly Glu Arg Pro 
865 870 875 880 

Tyr Trp Glu Met Thr Asn Gin Asp Val He Lys Ala Val Glu Glu Gly 
885 890 895 

Tyr Arg Leu Pro Ser Pro Met Asp Cys Pro Ala Ala Leu Tyr Gin Leu 
900 905 910 

Met Leu Asp Cys Trp Gin Lys Asp Arg Asn Ser Arg Pro Lys Phe Asp 
915 920 925 

Asp He Val Asn Met Leu Asp Lys Leu He Arg Asn Pro Ser Ser Leu 
930 935 940 

Lys Thr Leu Val Asn Ala Ser Ser Arg Val Ser Thr Leu Leu Ala Glu 
945 950 955 960 

His Gly Ser Leu Gly Ser Gly Ala Tyr Arg Ser Val Gly Glu Trp Leu 
965 970 975 

Glu Ala Thr Lys Met Gly Arg Tyr Thr Glu He Phe Met Glu Asn Gly 
980 985 990 

Tyr Ser Ser Met Asp Ala Val Ala Gin Val Thr Leu Glu 
995 1000 1005 
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<210> 64 
<211> 524 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Met Glu Asn Lys Glu Ala Gly Thr Pro Pro Pro lie Pro Ser Arg Glu 
15 10 15 

Gly Arg Leu Gin Pro Thr Leu Leu Leu Ala Thr Leu Ser Ala Ala Phe 
20 25 30 

Gly Ser Ala Phe Gin Tyr Gly Tyr Asn Leu Ser Val Val Asn Thr Pro 
35 40 45 

His Lys Val Gly Thr Ser Cys Gly Trp Gly Asn Val Phe Gin Val Phe 
50 55 60 

Lys Ser Phe Tyr Asn Glu Thr Tyr Phe Glu Arg His Ala Thr Phe Met 
65 70 75 80 

Asp Gly Lys Leu Met Leu Leu Leu Trp Ser Cys Thr Val Ser Met Phe 
85 90 95 

Pro Leu Gly Gly Leu Leu Gly Ser Leu Leu Val Gly Leu Leu Val Asp 
100 105 110 

Ser Cys Gly Arg Lys Gly Thr Leu Leu He Asn Asn He Phe Ala He 
115 120 125 

He Pro Ala He Leu Met Gly Val Ser Lys Val Ala Lys Ala Phe Glu 
130 135 140 

Leu He Val Phe Ser Arg Val Val Leu Gly Val Cys Ala Gly He Ser 
145 150 155 160 

Tyr Ser Ala Leu Pro Met Tyr Leu Gly Glu Leu Ala Pro Lys Asn Leu 
165 170 175 

Arg Gly Met Val Gly Thr Met Thr Glu Val Phe Val He Val Gly Val 
180 185 190 

Phe Leu Ala Gin He Phe Ser Leu Gin Ala He Leu Gly Asn Pro Ala 
195 200 205 

Gly Trp Pro Val Leu Leu Ala Leu Thr Gly Val Pro Ala Leu Leu Gin 
210 215 220 

Leu Leu Thr Leu Pro Phe Phe Pro Glu Ser Pro Arg Tyr Ser Leu He 
225 230 235 240 

Gin Lys Gly Asp Glu Ala Thr Ala Arg Gin Ala Leu Arg Arg Leu Arg 
245 250 255 

Gly His Thr Asp Met Glu Ala Glu Leu Glu Asp Met Arg Ala Glu Ala 
260 265 270 
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exv 33W naq xeA axi a xi -las naq naq uxo djci, fiav naq ;ias Bjtv naq 



S8Z 083 SZ.Z 

exv sAo naq sth naq x e A naq sth Axo nxo exv Bjv nxo exv Bav 



1 



5 



10 



15 



Ala Leu Ala Thr Phe Leu Ala Ala Phe Gly Ser Ser Phe Gin Tyr Gly 
20 25 30 

Tyr Asn Val Ala Ala Val Asn Ser Pro Ser Glu Phe Met Gin Gin Phe 
35 40 45 

Tyr Asn Asp Thr Tyr Tyr Asp Arg Asn Lys Glu Asn lie Glu Ser Phe 
50 55 60 

Thr Leu Thr Leu Leu Trp Ser Leu Thr Val Ser Met Phe Pro Phe Gly 
65 70 75. 80 

Gly Phe lie Gly Ser Leu Met Val Gly Phe Leu Val Asn Asn Leu Gly 
85 90 95 

Arg Lys Gly Ala Leu Leu Phe Asn Asn lie Phe Ser lie Leu Pro Ala 
100 105 110 

He Leu Met Gly Cys Ser Lys He Ala Lys Ser Phe Glu He He He 
115 120 125 

Ala Ser Arg Leu Leu Val Gly He Cys Ala Gly He Ser Ser Asn Val 
130 135 140 

Val Pro Met Tyr Leu Gly Glu Leu Ala Pro Lys Asn Leu Arg Gly Ala 
145 150 155 160 

Leu Gly Val Val Pro Gin Leu Phe He Thr Val Gly He Leu Val Ala 
165 170 175 

Gin Leu Phe Gly Leu Arg Ser Val Leu Ala Ser Glu Glu Gly Trp Pro 
180 185 190 

He Leu Leu Gly Leu Thr Gly Val Pro Ala Gly Leu Gin Leu Leu Leu 
195 200 205 

Leu Pro Phe Phe Pro Glu Ser Pro Arg Tyr Leu Leu He Gin Lys Lys 
210 215 220 

Asn Glu Ser Ala Ala Glu Lys Ala Leu Gin Thr Leu Arg Gly Trp Lys 
225 230 235 240 

Asp Val Asp Met Glu Met Glu Glu He Arg Lys Glu Asp Glu Ala Glu 
245 250 255 

Lys Ala Ala Gly Phe He Ser Val Trp Lys Leu Phe Arg Met Gin Ser 
260 265 270 

Leu Arg Trp Gin Leu He Ser Thr He Val Leu Met Ala Gly Gin Gin 
275 280 285 

Leu Ser Gly Val Asn Ala He Tyr Tyr Tyr Ala Asp Gin He Tyr Leu 
290 295 300 

Ser Ala Gly Val Lys Ser Asn Asp Val Gin Tyr Val Thr Ala Gly Thr 
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305 



310 



315 



320 



Gly Ala Val Asn Val Phe Met Thr Met Val Thr Val Phe Val Val Glu 
325 330 335 

Leu Trp Gly Arg Arg Asn Leu Leu Leu lie Gly Phe Ser Thr Cys Leu 
340 345 350 

Thr Ala Cys lie Val Leu Thr Val Ala Leu Ala Leu Gin Asn Thr lie 
355 360 365 

Ser Trp Met Pro Tyr Val Ser lie Val Cys Val lie Val Tyr Val lie 
370 375 380 

Gly His Ala Val Gly Pro Ser Pro lie Pro Ala Leu Phe lie Thr Glu 
385 390 395 400 

lie Phe Leu Gin Ser Ser Arg Pro Ser Ala Tyr Met lie Gly Gly Ser 
405 410 415 

Val His Trp Leu Ser Asn Phe lie Val Gly Leu lie Phe Pro Phe lie 
420 425 430 

Gin Val Gly Leu Gly Pro Tyr Ser Phe lie lie Phe Ala lie lie Cys 
435 440 445 

Leu Leu Thr Thr lie Tyr lie Phe Met Val Val Pro Glu Thr Lys Gly 
450 455 460 

Arg Thr Phe Val Glu lie Asn Gin lie Phe Ala Lys Lys Asn Lys Val 
465 470 475 480 

Ser Asp Val Tyr Pro Glu Lys Glu Glu Lys Glu Leu Asn Asp Leu Pro 
485 490 495 

Pro Ala Thr Arg Glu Gin 
500 



<210> 66 
<211> 502 
<212> PRT 

<213> Rattus norvegicus 
<400> 66 

Met Glu Lys Glu Asp Gin Glu Lys Thr Gly Lys Leu Thr Leu Val Leu 
15 10 15 

Ala Leu Ala Thr Phe Leu Ala Ala Phe Gly Ser Ser Phe Gin Tyr Gly 
20 25 30 

Tyr Asn Val Ala Ala Val Asn Ser Pro Ser Glu Phe Met Gin Gin Phe 
35 40 45 

Tyr Asn Asp Thr Tyr Tyr Asp Arg Asn Lys Glu Asn lie Glu Ser Phe 
50 55 60 
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Thr Leu Thr Leu Leu Trp Ser Leu Thr Val Ser Met Phe Pro Phe Gly 
65 70 75 80 



Gly Phe lie Gly Ser Leu Met Val Gly Phe Leu Val Asn Asn Leu Gly 
85 90 95 

Arg Lys Gly Ala Leu Leu Phe Asn Asn lie Phe Ser lie Leu Pro Ala 
100 105 110 

lie Leu Met Gly Cys Ser Lys lie Ala Lys Ser Phe Glu lie lie lie 
115 120 125 

Ala Ser Arg Leu Leu Val Gly He Cys Ala Gly He Ser Ser Asn Val 
130 135 140 

Val Pro Met Tyr Leu Gly Glu Leu Ala Pro Lys Asn Leu Arg Gly Ala 
145 150 155 160 

Leu Gly Val Val Pro Gin Leu Phe He Thr Val Gly He Leu Val Ala 
165 170 175 

Gin Leu Phe Gly Leu Arg Ser Val Leu Ala Ser Glu Glu Gly Trp Pro 
180 185 190 

He Leu Leu Gly Leu Thr Gly Val Pro Ala Gly Leu Gin Leu Leu Leu 
195 200 205 

Leu Pro Phe Phe Pro Glu Ser Pro Arg Tyr Leu Leu He Gin Lys Lys 
210 215 220 

Asn Glu Ser Ala Ala Glu Lys Ala Leu Gin Thr Leu Arg Gly Trp Lys 
225 230 235 240 

Asp Val Asp Met Glu Met Glu Glu He Arg Lys Glu Asp Glu Ala Glu 
245 250 255 

Lys Ala Ala Gly Phe He Ser Val Trp Lys Leu Phe Arg Met Gin Ser 
260 265 270 

Leu Arg Trp Gin Leu He Ser Thr He Val Leu Met Thr Gly Gin Gin 
275 280 285 

Leu Ser Gly Val Asn Ala He Tyr Tyr Tyr Ala Asp Gin He Tyr Leu 
290 295 300 

Ser Ala Gly Val Lys Ser Asn Asp Val Gin Tyr Val Thr Ala Gly Thr 
305 310 315 320 

Gly Ala Val Asn Val Phe Met Thr Met Val Thr Val Phe Val Val Glu 
325 330 335 

Leu Trp Gly Arg Arg Asn Leu Leu Leu He Gly Phe Ser Thr Cys Leu 
340 345 350 

Thr Ala Cys He Val Leu Thr Val Ala Leu Ala Leu Gin Asn Thr He 
355 360 365 
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Ser Trp Met Pro Tyr Val Ser lie Val Cys Val lie Val Tyr Val lie 
370 375 380 

Gly His Ala Val Gly Pro Ser Pro lie Pro Ala Leu Phe lie Thr Glu 
385 390 395 400 

He Phe Leu Gin Ser Ser Arg Pro Ser Ala Tyr Met He Gly Gly Ser 
405 410 415 

Val His Trp Leu Ser Asn Phe He Val Gly Leu He Phe Pro Phe He 
420 425 430 

Gin Val Gly Leu Gly Pro Tyr Ser Phe He He Phe Ala He He Cys 
435 440 445 

Leu Leu Thr Ser lie Tyr He Phe Met Val Val Pro Glu Thr Lys Gly 
450 ' 455 460 

Arg Thr Phe Val Glu He Asn Gin He Phe Ala Lys Lys Asn Lys Val 
465 470 475 480 

Ser Asp Val Tyr Pro Glu Lys Glu Glu Lys Glu Leu Asn Asp Leu Pro 
485 490 495 



Pro Ala Thr Arg Glu Gin 
500 



<210> 67 
<211> 502 
<212> PRT 

<213> Rattus norvegicus 
<400> 67 

Met Glu Lys Glu Asp Gin Glu Lys Thr Gly Lys Leu Thr Leu Val Leu 
15 10 15 

Ala Leu Ala Thr Phe Leu Ala Ala Phe Gly Ser Ser Phe Gin Tyr Gly 
20 25 30 

Tyr Asn Val Ala Ala Val Asn Ser Pro Ser Glu Phe Met Gin Gin Phe 
35 40 45 

Tyr Asn Asp Thr Tyr Tyr Asp Arg Asn Lys Glu Asn He Glu Ser Phe 
50 55 60 

Thr Leu Thr Leu Leu Trp Ser Leu Thr Val Ser Met Phe Pro Phe Gly 
65 70 75 80 

Gly Phe He Gly Ser Leu Met Val Gly Phe Leu Val Asn Asn Leu Gly 
85 90 95 

Arg Lys Gly Ala Leu Leu Phe Asn Asn He Phe Ser He Leu Pro Ala 
100 105 110 

He Leu Met Gly Cys Ser Lys He Ala Lys Ser Phe Glu He He He 
115 120 125 
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Ala Ser Arg Leu Leu Val Gly lie Cys Ala Gly lie Ser Ser Asn Val 
130 135 140 

Val Pro Met Tyr Leu Gly Glu Leu Ala Pro Lys Asn Leu Arg Gly Ala 
145 150 155 160 

Leu Gly Val Ala Pro Gin Leu Phe lie Thr Val Gly lie Leu Val Ala 
165 170 175 

Gin Leu Phe Gly Leu Arg Ser Val Leu Ala Ser Glu Glu Gly Trp Pro 
180 185 190 

lie Leu Leu Gly Leu Thr Gly Val Pro Ala Gly Leu Gin Leu Leu Leu 
195 200 205 

Leu Pro Phe Phe Pro Glu Ser Pro Arg Tyr Leu Leu lie Gin Lys Lys 
210 215 220 

Asn Glu Ser Ala Ala Glu Lys Ala Leu Gin Thr Leu Arg Gly Trp Lys 
225 230 235 240 

Asp Val Asp Met Glu Met Glu Glu lie Arg Lys Glu Asp Glu Ala Glu 
245 250 255 

Lys Ala Ala Gly Phe lie Ser Val Trp Lys Leu Phe Arg Met Gin Ser 
260 265 270 

Leu Arg Trp Gin Leu lie Ser Thr lie Val Leu Met Ala Gly Gin Gin 
275 280 285 

Leu Ser Gly Val Asn Ala lie Tyr Tyr Tyr Ala Asp Gin lie Tyr Leu 
290 295 300 

Ser Ala Gly Val Lys Ser Asn Asp Val Gin Tyr Val Thr Ala Gly Thr 
305 310 315 320 

Gly Ala Val Asn Val Phe Met Thr Met Val Thr Val Phe Val Val Glu 
325 330 335 

Leu Trp Gly Arg Arg Asn Leu Leu Leu lie Gly Phe Ser Thr Cys Leu 
340 345 350 

Thr Ala Cys lie Val Leu Thr Val Ala Leu Ala Leu Gin Asn Thr lie 
355 360 365 

Ser Trp Met Pro Tyr Val Ser lie Val Cys Val lie Val Tyr Val lie 
370 375 380 

Gly His Ala Val Gly Pro Ser Pro lie Pro Ala Leu Phe He Thr Glu 
385 390 395 400 

He Phe Leu Gin Ser Ser Arg Pro Ser Ala Tyr Met He Gly Gly Ser 
405 410 415 

Val His Trp Leu Ser Asn Phe He Val Gly Leu He Phe Pro Phe He 
420 425 430 
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Gin Val Gly Leu Gly Pro Tyr Ser Phe lie lie Phe Ala lie lie Cys 
435 440 445 



Leu Leu Thr Thr lie Tyr lie Phe Met Val Val Pro Glu Thr Lys Gly 
450 455 460 

Arg Thr Phe Val Glu lie Asn Gin lie Phe Ala Lys Lys Asn Asn Val 
465 470 475 480 

Ser Asp Val Tyr Pro Glu Lys Glu Glu Lys Glu Leu Asn Asp Leu Pro 
485 490 495 

Pro Ala Thr Arg Glu Gin 
500 



<210> 68 
<211> 501 
<212> PRT 

<213> Mus musculus 
<400> 68 

Met Glu Glu Lys His Gin Glu Glu Thr Gly Glu Leu Thr Leu Val Leu 
15 10 15 

Ala Leu Ala Thr Leu He Ala Ala Phe Gly Ser Ser Phe Gin Tyr Gly 
20 25 30 

Tyr Asn Val Ala Ala Val Asn Ser Pro Ser Glu Phe Met Gin Gin Phe 
35 40 45 

Tyr Asn Asp Thr Tyr Tyr Asp Arg Asn Glu Glu Asn He Glu Ser Phe 
50 55 60 

Thr Leu Thr Leu Leu Trp Ser Leu Thr Val Ser Met Phe Pro Phe Gly 
65 70 75 80 

Gly Phe He Ser Ser Leu Val Val Gly Asn Leu Val Asn Lys Leu Gly 
85 90 95 

Lys Lys Arg Ala Leu Leu Phe Asn Asn He Phe Ser lie Leu Pro Ala 
100 105 110 

He Phe Met Gly Cys Ser Gin He Ala Gin Ser Phe Glu Leu He He 
115 120 125 

He Ser Arg Leu Leu Val Gly He Cys Ala Gly He Ser Ser Asn Val 
130 135 140 

Val Pro Met Tyr Leu Gly Glu Leu Ala Pro Lys Asn Leu Arg Gly Ala 
145 150 155 160 

Leu Gly Val Val Pro Gin Leu Phe He Thr Val Gly He Leu Val Ala 
165 170 175 

Gin Leu Phe Gly Leu Arg Ser Leu Leu Ala Asn Glu Asp Gly Trp Pro 
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180 



185 



190 



Val Leu Leu Gly Leu Thr Gly Val Pro Ala Gly Leu Gin Leu Leu Leu 
195 200 205 

Leu Pro Phe Phe Pro Glu Ser Pro Arg Tyr Leu Leu lie Gin Lys Lys 
210 215 220 

Asp Glu Ala Ala Ala Glu Arg Ala Leu Gin Thr He Arg Gly Trp Lys 
225 230 235 240 

Asp Val His Leu Glu Met Glu Glu He Arg Lys Glu Asp Glu Ala Glu 
245 250 255 

Lys Ala Ala Gly Phe He Ser Val Trp Lys Leu Phe Thr Met Gin Ser 
260 265 270 

Leu Arg Trp Gin Leu He Ser Met He Val Leu Met Ala Gly Gin Gin 
275 280 285 

Leu Ser Gly Val Asn Ala He Tyr Tyr Tyr Ala Asp Gin He Tyr Leu 
290 295 300 

Ser Ala Gly Val Lys Ser Asp Asp Val Gin Tyr Val Thr Ala Gly Thr 
305 310 315 320 

Gly Ala Val Asn Val Phe Met Thr He Leu Thr He Phe Val Val Glu 
325 330 335 

Leu Trp Gly Arg Arg Phe Leu Leu Leu Val Gly Phe Ser Thr Cys Leu 
340 345 350 

He Ala Cys Leu Val Leu Thr Ala Ala Leu Ala Leu Gin Asn Thr He 
355 360 365 

Ser Trp Met Pro Tyr He Ser He Val Cys Val He Val Tyr Val He 
370 375 380 

Gly His Ala Leu Gly Pro Ser Pro He Pro Ala Leu Leu He Thr Glu 
385 390 395 400 

He Phe Leu Gin Ser Ser Arg Pro Ala Ala Tyr Met He Gly Gly Ser 
405 410 415 

Val His Trp Leu Ser Asn Phe Thr Val Gly Leu He Phe Pro Phe He 
420 425 430 

Gin Met Gly Leu Gly Pro Tyr Ser Phe He He Phe Ala Thr He Cys 
435 440 445 

Phe Leu Thr Thr He Tyr He Phe Met Val Val Pro Glu Thr Lys Gly 
450 455 460 

Arg Thr Phe He Glu He He Gin He Phe Thr Met Lys Asn Lys Val 
465 470 475 480 

Ser Asp Val Tyr Pro Lys Lys Glu Glu Glu Leu Gly Ala Leu Pro His 
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485 



Ala lie Leu Glu Gin 
500 



490 



495 



<210> 69 

<211> 570 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Asp Cys Gly Thr Pro Pro Glu Val Pro Asp Gly Tyr lie lie Gly Asn 
15 10 15 

Tyr Thr Ser Ser Leu Gly Ser Gin Val Arg Tyr Ala Cys Arg Glu Gly 
20 25 30 

Phe Phe Ser Val Pro Glu Asp Thr Val Ser Ser Cys Thr Gly Leu Gly 
35 40 45 

Thr Trp Glu Ser Pro Lys Leu His Cys Gin Glu lie Asn Cys Gly Asn 
50 55 60 

Pro Pro Glu Met Arg His Ala lie Leu Val Gly Asn His Ser Ser Arg 
65 70 75 80 

Leu Gly Gly Val Ala Arg Tyr Val Cys Gin Glu Gly Phe Glu Ser Pro 
85 90 95 

Gly Gly Lys lie Thr Ser Val Cys Thr Glu Lys Gly Thr Trp Arg Glu 
100 105 110 

Ser Thr Leu Thr Cys Thr Glu lie Leu Thr Lys lie Asn Asp Val Ser 
115 120 125 

Leu Phe Asn Asp Thr Cys Val Arg Trp Gin lie Asn Ser Arg Arg lie 
130 135 140 

Asn Pro Lys lie Ser Tyr Val lie Ser lie Lys Gly Gin Arg Leu Asp 
145 150 155 160 

Pro Met Glu Ser Val Arg Glu Glu Thr Val Asn Leu Thr Thr Asp Ser 
165 170 175 

Arg Thr Pro Glu Val Cys Leu Ala Leu Tyr Pro Gly Thr Asn Tyr Thr 
180 185 190 

Val Asn lie Ser Thr Ala Pro Pro Arg Arg Ser Met Pro Ala Val lie 
195 200 205 

Gly Phe Gin Thr Ala Glu Val Asp Leu Leu Glu Asp Asp Gly Ser Phe 
210 215 220 

Asn lie Ser lie Phe Asn Glu Thr Cys Leu Lys Leu Asn Arg Arg Ser 
225 230 235 240 
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Arg Lys Val Gly Ser Glu His Met Tyr Gin Phe Thr Val Leu Gly Gin 
245 250 255 

Arg Trp Tyr Leu Ala Asn Phe Ser His Ala Thr Ser Phe Asn Phe Thr 
260 265 270 

Thr Arg Glu Gin Val Pro Val Val Cys Leu Asp Leu Tyr Pro Thr Thr 
275 280 285 

Asp Tyr Thr Val Asn Val Thr Leu Leu Arg Ser Pro Lys Arg His Ser 
290 295 300 

Val Gin lie Thr lie Ala Thr Pro Pro Ala Val Lys Gin Thr He Ser 
305 310 315 320 

Asn He Ser Gly Phe Asn Glu Thr Cys Leu Arg Trp Arg Ser He Lys 
325 330 335 

Thr Ala Asp Met Glu Glu Met Tyr Leu Phe His He Trp Gly Gin Arg 
340 345 350 

Trp Tyr Gin Lys Glu Phe Ala Gin Glu Met Thr Phe Asn He Ser Ser 
355 360 365 

Ser Ser Arg Asp Pro Glu Val Cys Leu Asp Leu Arg Pro Gly Thr Asn 
370 375 380 

Tyr Asn Val Ser Leu Arg Ala Leu Ser Ser Glu Leu Pro Val Val He 
385 390 395 400 

Ser Leu Thr Thr Gin He Thr Glu Pro Pro Leu Pro Glu Val Glu Phe 
405 410 415 

Phe Thr Val His Arg Gly Pro Leu Pro Arg Leu Arg Leu Arg Lys Ala 
420 425 430 

Lys Glu Lys Asn Gly Pro He Ser Ser Tyr Gin Val Leu Val Leu Pro 
435 440 445 

Leu Ala Leu Gin Ser Thr Phe Ser Cys Asp Ser Glu Gly Ala Ser Ser 
450 455 460 

Phe Phe Ser Asn Ala Ser Asp Ala Asp Gly Tyr Val Ala Ala Glu Leu 
465 470 475 480 

Leu Ala Lys Asp Val Pro Asp Asp Ala Met Glu He Pro He Gly Asp 
485 490 495 

Arg Leu Tyr Tyr Gly Glu Tyr Tyr Asn Ala Pro Leu Lys Arg Gly Ser 
500 505 510 

Asp Tyr Cys He He Leu Arg He Thr Ser Glu Trp Asn Lys Val Arg 
515 520 525 

Arg His Ser Cys Ala Val Trp Ala Gin Val Lys Asp Ser Ser Leu Met 
530 535 540 
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Leu Leu Gin Met Ala Gly Val Gly Leu Gly Ser Leu Ala Val Val lie 

545 550 555 560 

lie Leu Thr Phe Leu Ser Phe Ser Ala Val 
565 570 



<210> 70 
<211> 620 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Glu Cys Glu Val Ser Gly Leu Cys Arg His Gly Gly Arg Cys Val Asn 
15 10 15 

Thr His Gly Ser Phe Glu Cys Tyr Cys Met Asp Gly Tyr Leu Pro Arg 
20 25 30 

Asn Gly Pro Glu Pro Phe His Pro Thr Thr Asp Ala Thr Ser Cys Thr 
35 40 45 

Glu lie Asp Cys Gly Thr Pro Pro Glu Val Pro Asp Gly Tyr lie lie 
50 55 60 

Gly Asn Tyr Thr Ser Ser Leu Gly Ser Gin Val Arg Tyr Ala Cys Arg 
65 70 75 80 

Glu Gly Phe Phe Ser Val Pro Glu Asp Thr Val Ser Ser Cys Thr Gly 
85 90 95 

Leu Gly Thr Trp Glu Ser Pro Lys Leu His Cys Gin Glu lie Asn Cys 
100 105 110 

Gly Asn Pro Pro Glu Met Arg His Ala lie Leu Val Gly Asn His Ser 
115 120 125 

Ser Arg Leu Gly Gly Val Ala Arg Tyr Val Cys Gin Glu Gly Phe Glu 
130 135 140 

Ser Pro Gly Gly Lys He Thr Ser Val Cys Thr Glu Lys Gly Thr Trp 
145 150 155 160 

Arg Glu Ser Thr Leu Thr Cys Thr Glu He Leu Thr Lys He Asn Asp 
165 170 175 

Val Ser Leu Phe Asn Asp Thr Cys Val Arg Trp Gin He Asn Ser Arg 
180 185 190 

Arg He Asn Pro Lys He Ser Tyr Val He Ser He Lys Gly Gin Arg 
195 200 205 

Leu Asp Pro Met Glu Ser Val Arg Glu Glu Thr Val Asn Leu Thr Thr 
210 215 220 

Asp Ser Arg Thr Pro Glu Val Cys Leu Ala Leu Tyr Pro Gly Thr Asn 
225 230 235 240 
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Tyr Thr Val Asn lie Ser Thr Ala Pro Pro Arg Arg Ser Met Pro Ala 
245 250 255 



Val lie Gly Phe Gin Thr Ala Glu Val Asp Leu Leu Glu Asp Asp Gly 
260 265 270 

Ser Phe Asn lie Ser lie Phe Asn Glu Thr Cys Leu Lys Leu Asn Arg 
275 280 285 

Arg Ser Arg Lys Val Gly Ser Glu His Met Tyr Gin Phe Thr Val Leu 
290 295 300 

Gly Gin Arg Trp Tyr Leu Ala Asn Phe Ser His Ala Thr Ser Phe Asn 
305 310 315 320 

Phe Thr Thr Arg Glu Gin Val Pro Val Val Cys Leu Asp Leu Tyr Pro 
325 330 335 

Thr Thr Asp Tyr Thr Val Asn Val Thr Leu Leu Arg Ser Pro Lys Arg 
340 345 350 

His Ser Val Gin lie Thr lie Ala Thr Pro Pro Ala Val Lys Gin Thr 
355 360 365 

lie Ser Asn lie Ser Gly Phe Asn Glu Thr Cys Leu Arg Trp Arg Ser 
370 375 380 

lie Lys Thr Ala Asp Met Glu Glu Met Tyr Leu Phe His lie Trp Gly 
385 390 395 400 

Gin Arg Trp Tyr Gin Lys Glu Phe Ala Gin Glu Met Thr Phe Asn lie 
405 410 415 

Ser Ser Ser Ser Arg Asp Pro Glu Val Cys Leu Asp Leu Arg Pro Gly 
420 425 430 

Thr Asn Tyr Asn Val Ser Leu Arg Ala Leu Ser Ser Glu Leu Pro Val 
435 440 445 

Val lie Ser Leu Thr Thr Gin lie Thr Glu Pro Pro Leu Pro Glu Val 
450 455 460 

Glu Phe Phe Thr Val His Arg Gly Pro Leu Pro Arg Leu Arg Leu Arg 
465 470 475 480 

Lys Ala Lys Glu Lys Asn Gly Pro lie Ser Ser Tyr Gin Val Leu Val 
485 490 495 

Leu Pro Leu Ala Leu Gin Ser Thr Phe Ser Cys Asp Ser Glu Gly Ala 
500 505 510 

Ser Ser Phe Phe Ser Asn Ala Ser Asp Ala Asp Gly Tyr Val Ala Ala 
515 520 525 

Glu Leu Leu Ala Lys Asp Val Pro Asp Asp Ala Met Glu lie Pro lie 
530 535 540 
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Gly Asp Arg Leu Tyr Tyr Gly Glu 
545 550 

Gly Ser Asp Tyr Cys lie lie Leu 
565 

Val Arg Arg His Ser Cys Ala Val 
580 

Leu Met Leu Leu Gin Met Ala Gly 
595 600 

Val He He Leu Thr Phe Leu Ser 
610 615 



Tyr Tyr Asn Ala Pro Leu Lys Arg 
555 560 

Arg He Thr Ser Glu Trp Asn Lys 
570 575 

Trp Ala Gin Val Lys Asp Ser Ser 
585 590 

Val Gly Leu Gly Ser Leu Ala Val 
605 

Phe Ser Ala Val 
620 



<210> 71 

<211> 570 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Met Asp Gly Tyr Leu Pro Arg Asn Gly Pro Glu Pro Phe His Pro Thr 
15 10 15 

Thr Asp Ala Thr Ser Cys Thr Glu He Asp Cys Gly Thr Pro Pro Glu 
20 25 30 

Val Pro Asp Gly Tyr He He Gly Asn Tyr Thr Ser Ser Leu Gly Ser 
35 40 45 

Gin Val Arg Tyr Ala Cys Arg Glu Gly Phe Phe Ser Val Pro Glu Asp 
50 55 60 

Thr Val Ser Ser Cys Thr Gly Leu Gly Thr Trp Glu Ser Pro Lys Leu 
65 70 75 80 

His Cys Gin Glu He Asn Cys Gly Asn Pro Pro Glu Met Arg His Ala 
85 90 95 

He Leu Val Gly Asn His Ser Ser Arg Leu Gly Gly Val Ala Arg Tyr 
100 105 110 

Val Cys Gin Glu Gly Phe Glu Ser Pro Gly Gly Lys He Thr Ser Val 
115 120 125 

Cys Thr Glu Lys Gly Thr Trp Arg Glu Ser Thr Leu Thr Cys Thr Glu 
130 135 140 

He Leu Thr Lys He Asn Asp Val Ser Leu Phe Asn Asp Thr Cys Val 
145 150 155 160 

Arg Trp Gin He Asn Ser Arg Arg He Asn Pro Lys He Ser Tyr Val 
165 170 175 

He Ser He Lys Gly Gin Arg Leu Asp Pro Met Glu Ser Val Arg Glu 
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180 



185 



190 



Glu Thr Val Asn Leu Thr Thr Asp Ser Arg Thr Pro Glu Val Cys Leu 
195 200 205 

Ala Leu Tyr Pro Gly Thr Asn Tyr Thr Val Asn lie Ser Thr Ala Pro 
210 215 220 

Pro Arg Arg Ser Met Pro Ala Val lie Gly Phe Gin Thr Ala Glu Val 
225 230 235 240 

Asp Leu Leu Glu Asp Asp Gly Ser Phe Asn lie Ser lie Phe Asn Glu 
245 250 255 

Thr Cys Leu Lys Leu Asn Arg Arg Ser Arg Lys Val Gly Ser Glu His 
260 265 270 

Met Tyr Gin Phe Thr Val Leu Gly Gin Arg Trp Tyr Leu Ala Asn Phe 
275 280 285 

Ser His Ala Thr Ser Phe Asn Phe Thr Thr Arg Glu Gin Val Pro Val 
290 295 300 

Val Cys Leu Asp Leu Tyr Pro Thr Thr Asp Tyr Thr Val Asn Val Thr 
305 310 315 320 

Leu Leu Arg Ser Pro Lys Arg His Ser Val Gin lie Thr lie Ala Thr 
325 330 335 

Pro Pro Ala Val Lys Gin Thr lie Ser Asn lie Ser Gly Phe Asn Glu 
340 345 350 

Thr Cys Leu Arg Trp Arg Ser lie Lys Thr Ala Asp Met Glu Glu Met 
355 360 365 

Tyr Leu Phe His lie Trp Gly Gin Arg Trp Tyr Gin Lys Glu Phe Ala 
370 375 380 

Gin Glu Met Thr Phe Asn lie Ser Ser Ser Ser Arg Asp Pro Glu Val 
385 390 395 400 

Cys Leu Asp Leu Arg Pro Gly Thr Asn Tyr Asn Val Ser Leu Arg Ala 
405 410 415 

Leu Ser Ser Glu Leu Pro Val Val lie Ser Leu Thr Thr Gin lie Thr 
420 425 430 

Glu Pro Pro Leu Pro Glu Val Glu Phe Phe Thr Val His Arg Gly Pro 
435 440 445 

Leu Pro Arg Leu Arg Leu Arg Lys Ala Lys Glu Lys Asn Gly Pro lie 
450 455 460 

Ser Ser Tyr Gin Val Leu Val Leu Pro Leu Ala Leu Gin Ser Thr Phe 
465 470 475 480 

Ser Cys Asp Ser Glu Gly Ala Ser Ser Phe Phe Ser Asn Ala Ser Asp 
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485 



490 



495 



Ala Asp Gly Tyr Val Ala Ala Glu 
500 

Asp Ala Met Glu lie Pro lie Gly 
515 520 

Tyr Asn Ala Pro Leu Lys Arg Gly 
530 535 

lie Thr Ser Glu Trp Asn Lys lie 
545 550 

Arg Val Leu Asp Trp Val Pro Trp 
565 



Leu Leu Ala Lys Asp Val Pro Asp 
505 510 

Asp Arg Leu Tyr Tyr Gly Glu Tyr 
525 

Ser Asp Tyr Cys lie lie Leu Arg 
540 

Arg His Ser Cys Cys Cys Arg Trp 
555 560 

Leu Leu 
570 



<210> 72 
<211> 503 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Met Arg His Ala lie Leu Val Gly Asn His Ser Ser Arg Leu Gly Gly 
15 10 15 

Val Ala Arg Tyr Val Cys Gin Glu Gly Phe Glu Ser Pro Gly Gly Lys 
20 25 30 

lie Thr Ser Val Cys Thr Glu Lys Gly Thr Trp Arg Glu Ser Thr Leu 
35 40 45 

Thr Cys Thr Glu lie Leu Thr Lys lie Asn Asp Val Ser Leu Phe Asn 
50 55 60 

Asp Thr Cys Val Arg Trp Gin lie Asn Ser Arg Arg lie Asn Pro Lys 
65 70 75 80 

lie Ser Tyr Val lie Ser lie Lys Gly Gin Arg Leu Asp Pro Met Glu 
85 90 95 

Ser Val Arg Glu Glu Thr Val Asn Leu Thr Thr Asp Ser Arg Thr Pro 
100 105 110 

Glu Val Cys Leu Ala Leu Tyr Pro Gly Thr Asn Tyr Thr Val Asn lie 
115 120 125 

Ser Thr Ala Pro Pro Arg Arg Ser Met Pro Ala Val lie Gly Phe Gin 
130 135 140 

Thr Ala Glu Val Asp Leu Leu Glu Asp Asp Gly Ser Phe Asn lie Ser 
145 150 155 160 

He Phe Asn Glu Thr Cys Leu Lys Leu Asn Arg Arg Ser Arg Lys Val 
165 170 175 
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Gly Ser Glu His Met Tyr Gin Phe Thr Val Leu Gly Gin Arg Trp Tyr 
180 185 190 



Leu Ala Asn Phe Ser His Ala Thr Ser Phe Asn Phe Thr Thr Arg Glu 
195 200 205 

Gin Val Pro Val Val Cys Leu Asp Leu Tyr Pro Thr Thr Asp Tyr Thr 
210 215 220 

Val Asn Val Thr Leu Leu Arg Ser Pro Lys Arg His Ser Val Gin lie 
225 230 235 240 

Thr He Ala Thr Pro Pro Ala Val Lys Gin Thr He Ser Asn He Ser 
245 250 255 

Gly Phe Asn Glu Thr Cys Leu Arg Trp Arg Ser He Lys Thr Ala Asp 
260 265 270 

Met Glu Glu Met Tyr Leu Phe His He Trp Gly Gin Arg Trp Tyr Gin 
275 280 285 

Lys Glu Phe Ala Gin Glu Met Thr Phe Asn He Ser Ser Ser Ser Arg 
290 295 300 

Asp Pro Glu Val Cys Leu Asp Leu Arg Pro Gly Thr Asn Tyr Asn Val 
305 310 315 320 

Ser Leu Arg Ala Leu Ser Ser Glu Leu Pro Val Val He Ser Leu Thr 
325 330 335 

Thr Gin He Thr Glu Pro Pro Leu Pro Glu Val Glu Phe Phe Thr Val 
340 345 350 

His Arg Gly Pro Leu Pro Arg Leu Arg Leu Arg Lys Ala Lys Glu Lys 
355 360 365 

Asn Gly Pro He Ser Ser Tyr Gin Val Leu Val Leu Pro Leu Ala Leu 
370 375 380 

Gin Ser Thr Phe Ser Cys Asp Ser Glu Gly Ala Ser Ser Phe Phe Ser 
385 390 395 400 

Asn Ala Ser Asp Ala Asp Gly Tyr Val Ala Ala Glu Leu Leu Ala Lys 
405 410 415 

Asp Val Pro Asp Asp Ala Met Glu He Pro He Gly Asp Arg Leu Tyr 
420 425 430 

Tyr Gly Glu Tyr Tyr Asn Ala Pro Leu Lys Arg Gly Ser Asp Tyr Cys 
435 440 445 

He He Leu Arg He Thr Ser Glu Trp Asn Lys Val Arg Arg His Ser 
450 455 460 

Cys Ala Val Trp Ala Gin Val Lys Asp Ser Ser Leu Met Leu Leu Gin 
465 470 475 480 
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Met Ala Gly Val Gly Leu Gly Ser Leu Ala Val Val He He Leu Thr 
485 490 495 



Phe Leu Ser Phe Ser Ala Val 
500 



<210> 73 
<211> 409 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Met Glu Ser Val Arg Glu Glu Thr Val Asn Leu Thr Thr Asp Ser Arg 
15 10 15 

Thr Pro Glu Val Cys Leu Ala Leu Tyr Pro Gly Thr Asn Tyr Thr Val 
20 25 30 

Asn He Ser Thr Ala Pro Pro Arg Arg Ser Met Pro Ala Val He Gly 
35 40 45 

Phe Gin Thr Ala Glu Val Asp Leu Leu Glu Asp Asp Gly Ser Phe Asn 
50 55 60 

He Ser He Phe Asn Glu Thr Cys Leu Lys Leu Asn Arg Arg Ser Arg 
65 70 75 80 

Lys Val Gly Ser Glu His Met Tyr Gin Phe Thr Val Leu Gly Gin Arg 
85 90 95 

Trp Tyr Leu Ala Asn Phe Ser His Ala Thr Ser Phe Asn Phe Thr Thr 
100 105 110 

Arg Glu Gin Val Pro Val Val Cys Leu Asp Leu Tyr Pro Thr Thr Asp 
115 120 125 

Tyr Thr Val Asn Val Thr Leu Leu Arg Ser Pro Lys Arg His Ser Val 
130 135 140 

Gin lie Thr lie Ala Thr Pro Pro Ala Val Lys Gin Thr He Ser Asn 
145 150 155 160 

He Ser Gly Phe Asn Glu Thr Cys Leu Arg Trp Arg Ser He Lys Thr 
165 170 175 

Ala Asp Met Glu Glu Met Tyr Leu Phe His He Trp Gly Gin Arg Trp 
180 185 190 

Tyr Gin Lys Glu Phe Ala Gin Glu Met Thr Phe Asn He Ser Ser Ser 
195 200 205 

Ser Arg Asp Pro Glu Val Cys Leu Asp Leu Arg Pro Gly Thr Asn Tyr 
210 215 220 

Asn Val Ser Leu Arg Ala Leu Ser Ser Glu Leu Pro Val Val He Ser 
225 230 235 240 
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Leu Thr Thr Gin lie Thr Glu Pro Pro Leu Pro Glu Val Glu Phe Phe 
245 250 255 



Thr Val His Arg Gly Pro Leu Pro Arg Leu Arg Leu Arg Lys Ala Lys 
260 265 270 

Glu Lys Asn Gly Pro lie Ser Ser Tyr Gin Val Leu Val Leu Pro Leu 
275 280 285 

Ala Leu Gin Ser Thr Phe Ser Cys Asp Ser Glu Gly Ala Ser Ser Phe 
290 295 300 

Phe Ser Asn Ala Ser Asp Ala Asp Gly Tyr Val Ala Ala Glu Leu Leu 
305 310 315 320 

Ala Lys Asp Val Pro Asp Asp Ala Met Glu lie Pro lie Gly Asp Arg 
325 330 335 

Leu Tyr Tyr Gly Glu Tyr Tyr Asn Ala Pro Leu Lys Arg Gly Ser Asp 
340 345 350 

Tyr Cys lie lie Leu Arg lie Thr Ser Glu Trp Asn Lys Val Arg Arg 
355 360 365 

His Ser Cys Ala Val Trp Ala Gin Val Lys Asp Ser Ser Leu Met Leu 
370 375 380 

Leu Gin Met Ala Gly Val Gly Leu Gly Ser Leu Ala Val Val lie lie 
385 390 395 400 

Leu Thr Phe Leu Ser Phe Ser Ala Val 
405 



<210> 74 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Met lie Phe Leu Leu Leu Met Leu Ser Leu Glu Leu Gin Leu His Gin 
15 10 15 

lie Ala Ala Leu Phe Thr Val Thr Val Pro Lys Glu Leu Tyr lie lie 
20 25 30 

Glu His Gly Ser Asn Val Thr Leu Glu Cys Asn Phe Asp Thr Gly Ser 
35 40 45 

His Val Asn Leu Gly Ala lie Thr Ala Ser Leu Gin Lys Val Glu Asn 
50 55 60 

Asp Thr Ser Pro His Arg Glu Arg Ala Thr Leu Leu Glu Glu Gin Leu 
65 70 75 80 

Pro Leu Gly Lys Ala Ser Phe His lie Pro Gin Val Gin Val Arg Asp 
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85 90 95 

Glu Gly Gin Tyr Gin Cys lie lie lie Tyr Gly Val Ala Trp Asp Tyr 
100 105 110 

Lys Tyr Leu Thr Leu Lys Val Lys Ala Ser Tyr Arg Lys He Asn Thr 
115 120 125 

His He Leu Lys Val Pro Glu Thr Asp Glu Val Glu Leu Thr Cys Gin 
130 135 140 

Ala Thr Gly Tyr Pro Leu Ala Glu Val Ser Trp Pro Asn Val Ser Val 
145 150 155 160 

Pro Ala Asn Thr Ser His Ser Arg Thr Pro Glu Gly Leu Tyr Gin Val 
165 170 175 

Thr Ser Val Leu Arg Leu Lys Pro Pro Pro Gly Arg Asn Phe Ser Cys 
180 185 190 

Val Phe Trp Asn Thr His Val Arg Glu Leu Thr Leu Ala Ser He Asp 
195 200 205 

Leu Gin Ser Gin Met Glu Pro Arg Thr His Pro Thr Trp Leu Leu His 
210 215 220 

He Phe He Pro Phe Cys He He Ala Phe He Phe He Ala Thr Val 
225 230 235 240 

He Ala Leu Arg Lys Gin Leu Cys Gin Lys Leu Tyr Ser Ser Lys Asp 
245 250 255 

Thr Thr Lys Arg Pro Val Thr Thr Thr Lys Arg Glu Val Asn Ser Ala 
260 265 270 

He 



<210> 75 
<211> 273 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Met He Phe Leu Leu Leu Met Leu Ser Leu Glu Leu Gin Leu His Gin 
15 10 15 

He Ala Ala Leu Phe Thr Val Thr Val Pro Lys Glu Leu Tyr He He 
20 25 30 

Glu His Gly Ser Asn Val Thr Leu Glu Cys Asn Phe Asp Thr Gly Ser 
35 40 45 

His Val Asn Leu Gly Ala He Thr Ala Ser Leu Gin Lys Val Glu Asn 
50 55 60 
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Asp Thr Ser Pro His Arg Glu Arg Ala Thr Leu Leu Glu Glu Gin Leu 
65 70 75 80 



Pro Leu Gly Lys Ala Ser Phe His lie Pro Gin Val Gin Val Arg Asp 
85 90 95 

Glu Gly Gin Tyr Gin Cys lie lie lie Tyr Gly Val Ala Trp Asp Tyr 
100 105 110 

Lys Tyr Leu Thr Leu Lys Val Lys Ala Ser Tyr Arg Lys lie Asn Thr 
115 120 125 

His lie Leu Lys Val Pro Glu Thr Asp Glu Val Glu Leu Thr Cys Gin 
130 135 140 

Ala Thr Gly Tyr Pro Leu Ala Glu Val Ser Trp Pro Asn Val Ser Val 
145 150 155 160 

Pro Ala Asn Thr Ser His Ser Arg Thr Pro Glu Gly Leu Tyr Gin Val 
165 170 175 

Thr Ser Val Leu Arg Leu Lys Pro Pro Pro Gly Arg Asn Phe Ser Cys 
180 185 190 

Val Phe Trp Asn Thr His Val Arg Glu Leu Thr Leu Ala Ser lie Asp 
195 200 205 

Leu Gin Ser Gin Met Glu Pro Arg Thr His Pro Thr Trp Leu Leu His 
210 215 220 

lie Phe lie Pro Ser Cys lie lie Ala Phe He Phe He Ala Thr Val 
225 230 235 240 

He Ala Leu Arg Lys Gin Leu Cys Gin Lys Leu Tyr Ser Ser Lys Asp 
245 250 255 

Thr Thr Lys Arg Pro Val Thr Thr Thr Lys Arg Glu Val Asn Ser Ala 
260 265 270 

He 



<210> 76 
<211> 247 
<212> PRT 

<213> Mus musculus 
<400> 76 

Met Leu Leu Leu Leu Pro He Leu Asn Leu Ser Leu Gin Leu His Pro 
15 10 15 

Val Ala Ala Leu Phe Thr Val Thr Ala Pro Lys Glu Val Tyr Thr Val 
20 25 30 

Asp Val Gly Ser Ser Val Ser Leu Glu Cys Asp Phe Asp Arg Arg Glu 
35 40 45 
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Cys Thr Glu Leu Glu Gly lie Arg Ala Ser Leu Gin Lys Val Glu Asn 
50 55 60 

Asp Thr Ser Leu Gin Ser Glu Arg Ala Thr Leu Leu Glu Glu Gin Leu 
65 70 75 80 

Pro Leu Gly Lys Ala Leu Phe His lie Pro Ser Val Gin Val Arg Asp 
85 90 95 

Ser Gly Gin Tyr Arg Cys Leu Val He Cys Gly Ala Ala Trp Asp Tyr 
100 105 110 

Lys Tyr Leu Thr Val Lys Val Lys Ala Ser Tyr Met Arg He Asp Thr 
115 120 125 

Arg He Leu Glu Val Pro Gly Thr Gly Glu Val Gin Leu Thr Cys Gin 
130 135 140 

Ala Arg Gly Tyr Pro Leu Ala Glu Val Ser Trp Gin Asn Val Ser Val 
145 150 155 160 

Pro Ala Asn Thr Ser His He Arg Thr Pro Glu Gly Leu Tyr Gin Val 
165 170 175 

Thr Ser Val Leu Arg Leu Lys Pro Gin Pro Ser Arg Asn Phe Ser Cys 
180 185 190 

Met Phe Trp Asn Ala His Met Lys Glu Leu Thr Ser Ala He lie Asp 
195 200 205 

Pro Leu Ser Arg Met Glu Pro Lys Val Pro Arg Thr Trp Pro Leu His 
210 215 220 

Val Phe He Pro Ala Cys Thr He Ala Leu He Phe Leu Ala He Val 
225 230 235 240 

He He Gin Arg Lys Arg He 
245 



<210> 77 

<211> 290 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Met Arg He Phe Ala Val Phe He 
1 5 

Asn Ala Phe Thr Val Thr Val Pro 
20 

Gly Ser Asn Met Thr He Glu Cys 
35 40 

Asp Leu Ala Ala Leu He Val Tyr 



Phe Met Thr Tyr Trp His Leu Leu 
10 15 

Lys Asp Leu Tyr Val Val Glu Tyr 
25 30 

Lys Phe Pro Val Glu Lys Gin Leu 
45 

Trp Glu Met Glu Asp Lys Asn lie 
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50 55 60 

lie Gin Phe Val His Gly Glu Glu Asp Leu Lys Val Gin His Ser Ser 
65 70 75 80 

Tyr Arg Gin Arg Ala Arg Leu Leu Lys Asp Gin Leu Ser Leu Gly Asn 
85 90 95 

Ala Ala Leu Gin He Thr Asp Val Lys Leu Gin Asp Ala Gly Val Tyr 
100 105 110 

Arg Cys Met He Ser Tyr Gly Gly Ala Asp Tyr Lys Arg He Thr Val 
115 120 125 

Lys Val Asn Ala Pro Tyr Asn Lys He Asn Gin Arg He Leu Val Val 
130 135 140 

Asp Pro Val Thr Ser Glu His Glu Leu Thr Cys Gin Ala Glu Gly Tyr 
145 150 155 160 

Pro Lys Ala Glu Val He Trp Thr Ser Ser Asp His Gin Val Leu Ser 
165 170 175 

Gly Lys Thr Thr Thr Thr Asn Ser Lys Arg Glu Glu Lys Leu Phe Asn 
180 185 190 

Val Thr Ser Thr Leu Arg He Asn Thr Thr Thr Asn Glu He Phe Tyr 
195 200 205 

Cys Thr Phe Arg Arg Leu Asp Pro Glu Glu Asn His Thr Ala Glu Leu 
210 215 220 

Val He Pro Glu Leu Pro Leu Ala His Pro Pro Asn Glu Arg Thr His 
225 230 235 240 

Leu Val He Leu Gly Ala He Leu Leu Cys Leu Gly Val Ala Leu Thr 
245 250 255 

Phe He Phe Arg Leu Arg Lys Gly Arg Met Met Asp Val Lys Lys Cys 
260 265 270 

Gly He Gin Asp Thr Asn Ser Lys Lys Gin Ser Asp Thr His Leu Glu 
275 280 285 

Glu Thr 
290 



<210> 78 

<211> 290 

<212> PRT 

<213> Mus musculus 

<400> 78 

Met Arg He Phe Ala Gly He He Phe Thr Ala Cys Cys His Leu Leu 
15 10 15 
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Arg Ala Phe Thr lie Thr Ala Pro Lys Asp Leu Tyr Val Val Glu Tyr 
20 25 30 



Gly Ser Asn Val Thr Met Glu Cys Arg Phe Pro Val Glu Arg Glu Leu 
35 40 45 

Asp Leu Leu Ala Leu Val Val Tyr Trp Glu Lys Glu Asp Glu Gin Val 
50 55 60 

lie Gin Phe Val Ala Gly Glu Glu Asp Leu Lys Pro Gin His Ser Asn 
65 70 75 80 

Phe Arg Gly Arg Ala Ser Leu Pro Lys Asp Gin Leu Leu Lys Gly Asn 
85 90 95 

Ala Ala Leu Gin lie Thr Asp Val Lys Leu Gin Asp Ala Gly Val Tyr 
100 105 110 

Cys Cys lie lie Ser Tyr Gly Gly Ala Asp Tyr Lys Arg lie Thr Leu 
115 120 125 

Lys Val Asn Ala Pro Tyr Arg Lys lie Asn Gin Arg lie Ser Val Asp 
130 135 140 

Pro Ala Thr Ser Glu His Glu Leu He Cys Gin Ala Glu Gly Tyr Pro 
145 150 155 160 

Glu Ala Glu Val He Trp Thr Asn Ser Asp His Gin Pro Val Ser Gly 
165 170 175 

Lys Arg Ser Val Thr Thr Ser Arg Thr Glu Gly Met Leu Leu Asn Val 
180 185 190 

Thr Ser Ser Leu Arg Val Asn Ala Thr Ala Asn Asp Val Phe Tyr Cys 
195 200 705 

Thr Phe Trp Arg Ser Gin Pro Gly Gin Asn His Thr Ala Glu Leu He 
210 215 220 

He Pro Glu Leu Pro Ala Thr His Pro Pro Gin Asn Arg Thr His Trp 
225 230 235 240 

Val Leu Leu Gly Ser He Leu Leu Phe Leu He Val Val Ser Thr Val 
245 250 255 

Leu Leu Phe Leu Arg Lys Gin Val Arg Met Leu Asp Val Glu Lys Cys 
260 265 270 

Gly Val Glu Asp Thr Ser Ser Lys Asn Arg Asn Asp Thr Gin Phe Glu 
275 280 285 

Glu Thr 
290 



<210> 79 
<211> 275 
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<212> PRT 

<213> Mus musculus 



<400> 79 

Met Ala Arg Ala His Pro Gly Asp Ala Thr Leu Pro Ser lie Leu Val 
15 10 15 

Ser Phe lie Phe Leu Gin Leu Leu Thr Ser Gly Asn Gly Lys Ser Asp 
20 25 30 

Phe Leu Val Leu Gly Pro Pro His Pro Leu Leu Ala lie Val Gly Gin 
35 40 45 

Asp Lys Glu Leu Pro Cys Lys Leu Ser Leu Asn lie Ser Ala Glu Gly 
50 55 60 

Met Glu Leu Arg Trp Tyr Arg Asp Lys Pro Ser Ser Val Val His Val 
65 70 75 80 

Tyr Lys Asn Gly Glu Asp Val Tyr Asp Glu Gin Met Val Glu Tyr Lys 
85 90 95 

Gly Arg Thr Ser Phe Asn Gly Ser His Val Ala Arg Gly Glu Ala Ala 
100 105 110 

Val Lys lie His Asn Val Thr Val Phe Asp Asn Gly Thr Tyr His Cys 
115 120 125 

Val Phe Lys Glu Tyr Thr Ser His Ser Gin Ala Thr Leu Trp Leu Lys 
130 135 140 

Val Ala Gly Arg Gly Ser Ser Pro Arg lie Arg Val Thr Asp Thr Gin 
145 150 155 160 

Asp Lys Gly lie Arg Ala Glu Cys Thr Ser Ala Gly Trp Tyr Pro Glu 
165 170 175 

Pro Lys Val Glu Trp Leu Asp Leu Lys Gly Gin Pro Val Ser Ala Glu 
180 185 190 

Ser His Phe Ser Val Ser Ala Ser Thr Gly Leu Val Ala Leu Leu Ser 
195 200 205 

lie Val Thr Pro Gin Asp Thr Ala Val Gly Gly Leu Thr Cys Ser lie 
210 215 220 

Ser Asn Pro Leu Leu Pro Glu Gin Asp Thr Gly Phe Leu Ala Ala Val 
225 230 235 240 

Val Lys Val Ser Val Ser Gly Ala His Thr Gly Asn lie Gly Gin Ser 
245 250 255 

Val Gin Ser His Gly Ser lie lie Lys Ser Ser Glu Ser Phe Ser Val 
260 265 270 

Lys Val Pro 
275 
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<210> 80 
<211> 334 
<212> PRT 

<213> Homo sapiens 
<400> 80 

Met Glu Ser Ala Ala Ala Leu His Phe Ser Arg Pro Ala Ser Leu Leu 
15 10 15 

Leu Leu Leu Leu Ser Leu Cys Ala Leu Val Ser Ala Gin Phe lie Val 
20 25 30 

Val Gly Pro Thr Asp Pro lie Leu Ala Thr Val Gly Glu Asn Thr Thr 
35 40 45 

Leu Arg Cys His Leu Ser Pro Glu Lys Asn Ala Glu Asp Met Glu Val 
50 55 60 

Arg Trp Phe Arg Ser Gin Phe Ser Pro Ala Val Phe Val Tyr Lys Gly 
65 70 75 80 

Gly Arg Glu Arg Thr Glu Glu Gin Met Glu Glu Tyr Arg Gly Arg Thr 
85 90 95 

Thr Phe Val Ser Lys Asp lie Ser Arg Gly Ser Val Ala Leu Val lie 
100 105 110 

His Asn lie Thr Ala Gin Glu Asn Gly Thr Tyr Arg Cys Tyr Phe Gin 
115 120 125 

Glu Gly Arg Ser Tyr Asp Glu Ala lie Leu His Leu Val Val Ala Gly 
130 135 140 

Leu Gly Ser Lys Pro Leu lie Ser Met Arg Gly His Glu Asp Gly Gly 
145 150 155 160 

lie Arg Leu Glu Cys lie Ser Arg Gly Trp Tyr Pro Lys Pro Leu Thr 
165 170 175 

Val Trp Arg Asp Pro Tyr Gly Gly Val Ala Pro Ala Leu Lys Glu Val 
180 185 190 

Ser Met Pro Asp Ala Asp Gly Leu Phe Met Val Thr Thr Ala Val lie 
195 200 205 

lie Arg Asp Lys Ser Val Arg Asn Met Ser Cys Ser lie Asn Asn Thr 
210 215 220 

Leu Leu Gly Gin Lys Lys Glu Ser Val lie Phe lie Pro Glu Ser Phe 
225 230 235 240 

Met Pro Ser Val Ser Pro Cys Ala Val Ala Leu Pro lie lie Val Val 
245 250 255 

lie Leu Met lie Pro lie Ala Val Cys lie Tyr Trp lie Asn Lys Leu 
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260 265 270 

Gin Lys Glu Lys Lys lie Leu Ser Gly Glu Lys Glu Phe Glu Arg Glu 
275 280 285 

Thr Arg Glu lie Ala Leu Lys Glu Leu Glu Lys Glu Arg Val Gin Lys 
290 295 300 

Glu Glu Glu Leu Gin Val Lys Glu Lys Leu Gin Glu Glu Leu Arg Trp 
305 310 315 320 

Arg Arg Thr Phe Leu His Ala Glu Leu Gin Phe Phe Ser Asn 
325 330 



<210> 81 

<211> 527 

<212> PRT 

<213> Homo sapiens 

<400> 81 

Met Glu Ser Ala Ala Ala Leu His Phe Ser Arg Pro Ala Ser Leu Leu 
15 10 15 

Leu Leu Leu Leu Ser Leu Cys Ala Leu Val Ser Ala Gin Phe lie Val 
20 25 30 

Val Gly Pro Thr Asp Pro lie Leu Ala Thr Val Gly Glu Asn Thr Thr 
35 40 45 

Leu Arg Cys His Leu Ser Pro Glu Lys Asn Ala Glu Asp Met Glu Val 
50 55 60 

Arg Trp Phe Arg Ser Gin Phe Ser Pro Ala Val Phe Val Tyr Lys Gly 
65 70 75 80 

Gly Arg Glu Arg Thr Glu Glu Gin Met Glu Glu Tyr Arg Gly Arg Thr 
85 90 95 

Thr Phe Val Ser Lys Asp lie Ser Arg Gly Ser Val Ala Leu Val lie 
100 105 110 

His Asn lie Thr Ala Gin Glu Asn Gly Thr Tyr Arg Cys Tyr Phe Gin 
115 120 125 

Glu Gly Arg Ser Tyr Asp Glu Ala lie Leu His Leu Val Val Ala Gly 
130 135 140 

Leu Gly Ser Lys Pro Leu lie Ser Met Arg Gly His Glu Asp Gly Gly 
145 150 155 160 

lie Arg Leu Glu Cys lie Ser Arg Gly Trp Tyr Pro Lys Pro Leu Thr 
165 170 175 

Val Trp Arg Asp Pro Tyr Gly Gly Val Ala Pro Ala Leu Lys Glu Val 
180 185 190 
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Ser Met Pro Asp Ala Asp Gly Leu Phe Met Val Thr Thr Ala Val He 
195 200 205 

He Arg Asp Lys Ser Val Arg Asn Met Ser Cys Ser He Asn Asn Thr 
210 215 220 

Leu Leu Gly Gin Lys Lys Glu Ser Val He Phe He Pro Glu Ser Phe 
225 230 235 240 

Met Pro Ser Val Ser Pro Cys Ala Val Ala Leu Pro He He Val Val 
245 250 255 

He Leu Met He Pro He Ala Val Cys He Tyr Trp He Asn Lys Leu 
260 265 270 

Gin Lys Glu Lys Lys He Leu Ser Gly Glu Lys Glu Phe Glu Arg Glu 
275 280 285 

Thr Arg Glu He Ala Leu Lys Glu Leu Glu Lys Glu Arg Val Gin Lys 
290 295 300 

Glu Glu Glu Leu Gin Val Lys Glu Lys Leu Gin Glu Glu Leu Arg Trp 
305 310 315 320 

Arg Arg Thr Phe Leu His Ala Val Asp Val Val Leu Asp Pro Asp Thr 
325 330 335 

Ala His Pro Asp Leu Phe Leu Ser Glu Asp Arg Arg Ser Val Arg Arg 
340 345 350 

Cys Pro Phe Arg His Leu Gly Glu Ser Val Pro Asp Asn Pro Glu Arg 
355 360 365 

Phe Asp Ser Gin Pro Cys Val Leu Gly Arg Glu Ser Phe Ala Ser Gly 
370 375 380 

Lys His Tyr Trp Glu Val Glu Val Glu Asn Val He Glu Trp Thr Val 
385 390 395 400 

Gly Val Cys Arg Asp Ser Val Glu Arg Lys Gly Glu Val Leu Leu He 
405 410 415 

Pro Gin Asn Gly Phe Trp Thr Leu Glu Met His Lys Gly Gin Tyr Arg 
420 425 430 

Ala Val Ser Ser Pro Asp Arg He Leu Pro Leu Lys Glu Ser Leu Cys 
435 440 445 

Arg Val Gly Val Phe Leu Asp Tyr Glu Ala Gly Asp Val Ser Phe Tyr 
450 455 460 

Asn Met Arg Asp Arg Ser His He Tyr Thr Cys Pro Arg Ser Ala Phe 
465 470 475 480 

Ser Val Pro Val Arg Pro Phe Phe Arg Leu Gly Cys Glu Asp Ser Pro 
485 490 495 
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lie Phe lie Cys Pro Ala Leu Thr Gly Ala Asn Gly Val Thr Val Pro 
500 505 510 



Glu Glu Gly Leu Thr Leu His Arg Val Gly Thr His Gin Ser Leu 
515 520 525 



<210> 82 
<211> 529 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Met Glu Ser Ala Ala Ala Leu His Phe Ser Arg Pro Ala Ser Leu Leu 
15 10 15 

Leu Leu Leu Leu Ser Leu Cys Ala Leu Val Ser Ala Gin Phe lie Val 
20 25 30 

Val Gly Pro Thr Asp Pro lie Leu Ala Thr Val Gly Glu Asn Thr Thr 
35 40 45 

Leu Arg Cys His Leu Ser Pro Glu Lys Asn Ala Glu Asp Met Glu Val 
50 55 60 

Arg Trp Phe Arg Ser Gin Phe Ser Pro Ala Val Phe Val Tyr Lys Gly 
65 70 75 80 

Gly Arg Glu Arg Thr Glu Glu Gin Met Glu Glu Tyr Arg Gly Arg Thr 
85 90 95 

Thr Phe Val Ser Lys Asp lie Ser Arg Gly Ser Val Ala Leu Val lie 
100 105 110 

His Asn lie Thr Ala Gin Glu Asn Gly Thr Tyr Arg Cys Tyr Phe Gin 
115 120 125 

Glu Gly Arg Ser Tyr Asp Glu Ala lie Leu His Leu Val Val Ala Ala 
130 135 140 

Gly Leu Gly Ser Lys Pro Leu He Ser Met Arg Gly His Glu Asp Gly 
145 150 155 160 

Gly He Arg Leu Glu Cys He Ser Arg Gly Trp Tyr Pro Lys Pro Leu 
165 170 175 

Thr Val Trp Arg Asp Pro Tyr Gly Gly Val Ala Pro Ala Leu Lys Glu 
180 185 190 

Val Ser Met Pro Asp Ala Asp Gly Leu Phe Met Val Thr Thr Ala Val 
195 200 205 

He He Arg Asp Lys Ser Val Arg Asn Met Ser Cys Ser lie Asn Asn 
210 215 220 

Thr Leu Leu Gly Gin Lys Lys Glu Ser Val He Phe He Pro Glu Ser 
225 230 235 240 
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Phe Met Pro Ser Val Ser Pro Phe Ala Val Cys lie Tyr Trp lie Asn 
245 250 255 



Lys Leu Gin Lys Glu Lys Lys lie Leu Ser Gly Glu Lys Glu Phe Glu 
260 265 270 

Arg Glu Thr Arg Glu lie Ala Leu Lys Glu Leu Glu Lys Glu Arg Val 
275 280 285 

Gin Lys Glu Glu Glu Leu Gin Val Lys Glu Lys Leu Gin Glu Glu Leu 
290 295 300 

Arg Trp Arg Arg Thr Phe Leu His Ala Val Asp Val Val Leu Asp Pro 
305 310 315 320 

Asp Thr Ala His Pro Asp Leu Phe Leu Ser Glu Asp Arg Arg Ser Val 
325 330 335 

Arg Arg Cys Pro Phe Arg His Leu Gly Glu Ser Val Pro Asp Asn Pro 
340 345 350 

Glu Arg Phe Asp Ser Gin Pro Cys Val Leu Gly Arg Glu Ser Phe Ala 
355 360 365 

Ser Gly Lys His Tyr Trp Glu Val Glu Val Glu Asn Val lie Glu Trp 
370 375 380 

Thr Val Gly Val Cys Arg Asp Ser Val Glu Arg Lys Gly Glu Val Leu 
385 390 395 400 

Leu lie Pro Gin Asn Gly Phe Trp Thr Leu Glu Met His Lys Gly Gin 
405 410 415 

Tyr Arg Ala Val Ser Ser Pro Asp Arg lie Leu Pro Leu Lys Glu Ser 
420 425 430 

Leu Cys Arg Val Gly Val Phe Leu Asp Tyr Glu Ala Gly Asp Val Ser 
435 440 445 

Phe Tyr Asn Met Arg Asp Arg Ser His lie Tyr Thr Cys Pro Arg Ser 
450 455 460 

Ala Phe Ser Gly Pro Asp Thr Ser Gin Ser Gly Asp Pro Pro Glu Pro 
465 470 475 480 

lie Glu Ser lie Pro Trp Ser His Ser His Val Asp Lys Pro Trp Ser 
485 490 495 

Ser Gin Gin Pro Pro His Asn Thr His Leu Pro Ala Ala Ser Phe Thr 
500 505 510 

Pro Thr Thr Asp Leu Ser Pro Ser Phe Leu Leu Leu Thr Arg Leu Cys 
515 520 525 



Phe 
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<210> 83 

<211> 336 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Met Glu Pro Ala Ala Ala Leu His Phe Ser Leu Pro Ala Ser Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Leu Leu Ser Leu Cys Ala Leu Val Ser Ala 
20 25 30 

Gin Phe Thr Val Val Gly Pro Ala Asn Pro lie Leu Ala Met Val Gly 
35 40 45 

Glu Asn Thr Thr Leu Arg Cys His Leu Ser Pro Glu Lys Asn Ala Glu 
50 55 60 

Asp Met Glu Val Arg Trp Phe Arg Ser Gin Phe Ser Pro Ala Val Phe 
65 70 75 80 

Val Tyr Lys Gly Gly Arg Glu Arg Thr Glu Glu Gin Met Glu Glu Tyr 
85 90 95 

Arg Gly Arg lie Thr Phe Val Ser Lys Asp lie Asn Arg Gly Ser Val 
100 105 110 

Ala Leu Val lie His Asn Val Thr Ala Gin Glu Asn Gly lie Tyr Arg 
115 120 125 

Cys Tyr Phe Gin Glu Gly Arg Ser Tyr Asp Glu Ala lie Leu Arg Leu 
130 135 140 

Val Val Ala Gly Leu Gly Ser Lys Pro Leu lie Glu lie Lys Ala Gin 
145 150 155 160 

Glu Asp Gly Ser lie Trp Leu Glu Cys lie Ser Gly Gly Trp Tyr Pro 
165 170 175 

Glu Pro Leu Thr Val Trp Arg Asp Pro Tyr Gly Glu Val Val Pro Ala 
180 185 190 

Leu Lys Glu Val Ser lie Ala Asp Ala Asp Gly Leu Phe Met Val Thr 
195 200 205 

Thr Ala Val lie lie Arg Asp Lys Tyr Val Arg Asn Val Ser Cys Ser 
210 215 220 

Val Asn Asn Thr Leu Leu Gly Gin Glu Lys Glu Thr Val lie Phe lie 
225 230 235 240 

Pro Glu Ser Phe Met Pro Ser Ala Ser Pro Trp Met Val Ala Leu Ala 
245 250 255 

Val lie Leu Thr Ala Ser Pro Trp Met Val Ser Met Thr Val lie Leu 
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260 



265 



270 



Ala Val Phe He He Phe Met Ala Val Ser He Cys Cys He Lys Lys 
275 280 285 

Leu Gin Arg Glu Lys Lys He Leu Ser Gly Glu Lys Lys Val Glu Gin 
290 295 300 

Glu Glu Lys Glu He Ala Gin Gin Leu Gin Glu Glu Leu Arg Trp Arg 
305 310 315 320 

Arg Thr Phe Leu His Ala Asp Val Asn Leu Thr Gly Leu Arg Asn Thr 
325 330 335 



<210> 84 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 84 

ccagccaggc gccatgct 



<210> 85 

<211> 19 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 85 

tctctggccc gggggctca 



<210> 86 

<211> 18 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 86 

actgcgggcg ccctgagc 



<210> 87 
<211> 25 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 87 

atcacctgct cccgtatcca tgcct 



25 



<210> 88 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 88 

atgcgccttc ccggggta 18 



<210> 89 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 



<210> 90 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 90 

atgagtgata aacccaactt gtcag 25 



<210> 91 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 89 

cgccaccttg ctccacccta 



20 



<400> 91 

gtgagccatc atgcccag 



18 
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<210> 92 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 92 

ggatcccacc tgcagccgat ggaggggcag atgtatgag 

<210> 93 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 93 

ctcgagacag ccagctcctc tccagcccag ctggcagacg 

<210> 94 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 94 

tggagatctc aagtgttcat agaccatc 

<210> 95 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 95 

acaggcttca tccagtattt ggattc 



<210> 96 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 96 
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aaatggccaa tacatgaaag gca 



23 



<210> 97 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 97 

attgctttgt gggatgggga g 21 



<210> 98 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 98 

aatggcgaac actgcaccat c 21 



<210> 99 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 99 

aagtgccagg aggaatcttc tgggagg 27 



<210> 100 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 100 

gaagcctgtc tcatggctgg ag 22 



<210> 101 
<211> 21 
<212> DNA 
<213> Artificial 

<220> 



Sequence 
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<223> Description of Artificial Sequence: PCR primer 
<400> 101 

atttccgcta cagagcacgg g 



<210> 102 
<211> 21 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 102 

attcgcctct cacgcagaca c 



<210> 103 
<211> 21 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 103 

accacagtcg gcagcacaga t 



<210> 104 
<211> 38 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 104 

ggatccaaag ctgactttga tgtcactggg cctcatgc 



<210> 105 
<211> 35 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 105 

ctcgagcctt tcagggagga gggggctgga gatgg 



<210> 106 
<211> 21 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 106 

ccaccttcat gagtgaccac g 

<210> 107 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 107 

actgtgcagg tgcaggtggc aggtaag 

<210> 108 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 108 

gaaggtggtc cttcctctgt act 



<210> 109 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 109 

cgccgaactt tacaccatcc t 

<210> 110 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 110 

gtcagtcgac gtggatgagt 
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<210> 111 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 111 

agatgactgc cacatcgatg ccatct 26 

<210> 112 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 112 

gtaggacttg ggcgtgttct 20 



<210> 113 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 113 

gagctttgcc ctgttctgtt 20 



<210> 114 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 114 

tgctctctag acccagagga cgaagc 26 



<210> 115 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 115 
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acccttcctc atctgtgacc 



<210> 116 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 116 

cattgagagc gataagttca ca 

<210> 117 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 117 

agaatgtgga gctcaacatc cacctg 

<210> 118 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 118 

gatgcacgct gaagtcattc 

<210> 119 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 119 

tgaccacaga catcatcagt gt 

<210> 120 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR primer 



<400> 120 

ccatcttgaa ccatgcccac taccta 



<210> 121 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 121 

tcaatggtga agtgcaggtt 



<210> 122 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 122 

tgaccacaga catcatcagt gt 



<210> 123 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 123 

ccatcttgaa ccatgcccac taccta 



<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 124 

tcaatggtga agtgcaggtt 



<210> 125 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 125 

gccgacttca agaaggatgt 



<210> 126 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 126 

aaggtcttcc gggccctgat cct 



<210> 127 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 127 

gaactgactc tgccccttct 



<210> 128 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 128 

acccaccttc tatggcatgt a 

<210> 129 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 129 

aggccacctt cagctcctag gaatgt 



Sequence: PCR primer 

20 

Sequence: PCR primer 

23 

Sequence: PCR primer 

20 

Sequence: PCR primer 

21 

Sequence: PCR primer 

26 
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<210> 130 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 130 

gggctgtttc attgatgtta aa 

<210> 131 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 131 

agccccagaa gccatcg 

<210> 132 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 132 

ttctcctcag caagcgatgc atgga 

<210> 133 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 133 

ctcccacatg acaatgccat ag 

<210> 134 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 134 
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tcccgggaat taaaacttac at 



<210> 135 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 135 

cccatcccta gcagtccatg aatttg 

<210> 136 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 136 

tcttgaggga tcaatctcct tt 



<210> 137 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 137 

gcagattatt gctacgcaat g 

<210> 138 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 138 

aaacctatct aggcccatga atggaa 

<210> 139 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR primer 
<400> 139 

aggatcggat ttggatttgt t 



<210> 140 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 140 

ggcagaagga gagaaatcac a 



<210> 141 
<211> 26 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 141 

actgacattg tcagcttcct tgacaa 



<210> 142 
<211> 20 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 142 

cactgggatt tcggatcagt 



<210> 143 
<211> 21 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 143 

acccaccttc tatggcatgt a 



<210> 144 
<211> 26 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 144 

aggccacctt cagctcctag gaatgt 



<210> 145 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 145 

gggctgtttc attgatgtta aa 



<210> 146 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 146 

aagagtaggt cagctgctca tg 



<210> 147 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 147 

tcttctaccc gcaggtagtg ccaaaa 

<210> 148 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 148 

agaaagtcta cccacggata gc 
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<210> 149 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 149 

agccccagaa gccatcg 

<210> 150 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 150 

ttctcctcag caagcgatgc atgga 

<210> 151 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 151 

ctcccacatg acaatgccat ag 

<210> 152 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 152 

tcccgggaat • taaaacttac at 



<210> 153 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 153 
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cccatcccta gcagtccatg aatttg 



<210> 154 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 154 

tcttgaggga tcaatctcct tt 



<210> 155 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 155 

gcagattatt gctacgcaat g 

<210> 156 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 156 

aaacctatct aggcccatga atggaa 

<210> 157 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 157 

aggatcggat ttggatttgt t 



<210> 158 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR primer 
<400> 158 

ggcagaagga gagaaatcac a 

<210> 159 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 159 

actgacattg tcagcttcct tgacaa 

<210> 160 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 160 

cactgggatt tcggatcagt 

<210> 161 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 161 

atgcttgcag agaaggattc tt 

<210> 162 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 162 

atacagtttc aagctgcaca ggcctg 

<210> 163 
<211> 22 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 163 

tctcttggca atgtaatttt gg 



<210> 164 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 164 

ccctacaaat ccatagttgc aa 

<210> 165 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 165 

ttcttccctt ctctttgctg gcatgt 



<210> 166 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 166 

gtttagacgt ctgtgccact tg 



<210> 167 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 167 

ccctacaaat ccatagttgc aa 
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<210> 168 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 168 

ttcttccctt ctctttgctg gcatgt 



<210> 169 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 169 

gtttagacgt ctgtgccact tg 



<210> 170 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 170 

acaccgtgaa agagccactt 



<210> 171 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 171 

cctagggaag gcctcgttcc aca 



<210> 172 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 172 
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ccctcacttg gacttgaggt a 



<210> 173 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 173 

atgcagtcat tccctcactg t 



<210> 174 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 174 

tccttgaact cctgacctca ggcaat 

<210> 175 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 175 

gtgacatcaa agtcagcttt cc 

<210> 176 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 176 

atgggaaagc tgactttgat g 

<210> 177 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PCR primer 
<400> 177 

ctcatgcccc tattctggct atggct 



<210> 178 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 178 

ggaacagctg gcactgtaac t 

<210> 179 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 179 

cgacggttta gacgtctgtg ccact 

<210> 180 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 180 

agcagtgcat cctccccact cagt 

<210> 181 
<211> 113 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 181 

Cys Gly Gly Thr Leu Thr Ala Ser Ser Gly Thr lie Thr Ser Pro Asn 
15 10 15 

Tyr Pro Asn Ser Tyr Pro Asn Asn Leu Asn Cys Val Trp Thr lie Ser 
20 25 30 
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Ala Pro Pro Gly Tyr Arg lie Glu 
35 40 

Glu Ser Ser Asp Asn Cys Thr Tyr 
50 55 

Pro Ser Thr Ser Ser Pro Leu Leu 
65 70 

Pro Pro Pro lie lie Ser Ser Ser 
85 

Val Ser Asp Ser Ser Val Gin Lys 
100 

Ala 



Leu Lys Phe Thr Asp Phe Asp Leu 
45 

Asp Tyr Val Glu lie Tyr Asp Gly 
60 

Gly Arg Phe Cys Gly Ser Glu Leu 
75 80 

Ser Asn Ser Met Thr Val Thr Phe 
90 95 

Arg Gly Phe Ser Ala Arg Tyr Ser 
105 110 



<210> 182 
<211> 111 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 182 

Gin Pro Val Arg Phe Asp Lys Val Leu Tyr Asn Gin Gin Gly His Tyr 
15 10 15 

Asp Pro Ser Thr Gly Lys Phe Thr Cys Pro Val Pro Gly Val Tyr Tyr 
20 25 30 

Phe Ser Tyr His lie Glu Ser Lys Gly Arg Asn Val Lys Val Ser Leu 
35 40 45 

Met Lys Asn Gly lie Gin Val Met Arg Glu Cys Asp Glu Tyr Gin Lys 
50 55 60 

Gly Leu Tyr Gin Val Ala Ser Gly Gly Ala Leu Leu Gin Leu Arg Gin 
65 70 75 80 

Gly Asp Gin Val Trp Leu Glu Leu Asp Asp Lys Lys Asn Gly Leu Tyr 
85 90 95 

Ala Gly Glu Glu Val Asp Ser Thr Phe Ser Gly Phe Leu Leu Phe 
100 105 110 



<210> 183 
<211> 256 
<212> PRT 

<213> Artificial Sequence 



192 



<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 183 

Tyr Glu Leu Leu Glu Val Leu Gly Lys Gly Ala Phe Gly Lys Val Tyr 
15 10 15 

Leu Ala Arg Asp Lys Lys Thr Gly Lys Leu Val Ala He Lys Val He 
20 25 30 

Lys Lys Glu Lys Leu Lys Lys Lys Lys Arg Glu Arg He Leu Arg Glu 
35 40 45 

He Lys He Leu Lys Lys Leu Asp His Pro Asn He Val Lys Leu Tyr 
50 55 60 

Asp Val Phe Glu Asp Asp Asp Lys Leu Tyr Leu Val Met Glu Tyr Cys 
65 70 75 ' 80 

Glu Gly Gly Asp Leu Phe Asp Leu Leu Lys Lys Arg Gly Arg Leu Ser 
85 90 95 

Glu Asp Glu Ala Arg Phe Tyr Ala Arg Gin He Leu Ser Ala Leu Glu 
100 105 110 

Tyr Leu His Ser Gin Gly He He His Arg Asp Leu Lys Pro Glu Asn 
115 120 125 

He Leu Leu Asp Ser Asp Gly His Val Lys Leu Ala Asp Phe Gly Leu 
130 135 140 

Ala Lys Gin Leu Asp Ser Gly Gly Thr Leu Leu Thr Thr Phe Val Gly 
145 150 155 160 

Thr Pro Glu Tyr Met Ala Pro Glu Val Leu Leu Gly Lys Gly Tyr Gly 
165 170 175 

Lys Ala Val Asp He Trp Ser Leu Gly Val He Leu Tyr Glu Leu Leu 
180 185 190 

Thr Gly Lys Pro Pro Phe Pro Gly Asp Asp Gin Leu Leu Ala Leu Phe 
195 200 205 

Lys Lys He Gly Lys Pro Pro Pro Pro Phe Pro Pro Pro Glu Trp Lys 
210 215 220 

He Ser Pro Glu Ala Lys Asp Leu He Lys Lys Leu Leu Val Lys Asp 
225 230 235 240 

Pro Glu Lys Arg Leu Thr Ala Glu Glu Ala Leu Glu His Pro Phe Phe 
245 250 255 
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<210> 184 
<211> 126 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 184 

Cys Gly Phe Pro Thr Cys Ser Thr Leu Gly Thr Cys Gly Ser Ser Cys 
15 10 15 

Cys Gin Pro Pro Ser Cys Cys Gin Pro Ser Cys Cys Gin Pro Val Cys 
20 25 30 

Ser Gin Thr Thr Cys Cys Arg Pro Thr Cys Phe Gin Ser Ser Cys Cys 
35 40 45 

Arg Pro Ser Cys Cys Gin Thr Ser Cys Cys Gin Pro Thr Cys Cys Gin 
50 55 60 

Ser Ser Ser Cys Gin Thr Gly Cys Gly lie Gly Ser Cys Arg Thr Arg 
65 70 75 80 

Trp Cys Arg Pro Asp Cys Arg Val Glu Gly Thr Cys Leu Pro Pro Cys 
85 90 95 

Cys Val Val Ser Cys Thr Pro Pro Thr Cys Cys Gin Pro Val Ser Ala 
100 105 110 

Gin Ala Ser Cys Cys Arg Pro Ser Tyr Cys Gly Gin Ser Cys 
115 120 125 



<210> 185 
<211> 174 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 185 

Glu Val Thr Leu Leu Asp Thr Thr Thr Ala Thr Gly Glu Leu Gly Trp 
15 10 15 

Leu Thr Tyr Pro Pro Gly Gly Trp Glu Glu Val Ser Gly Leu Asp Glu 
20 25 30 

Asn Asn Arg Pro lie Arg Thr Tyr Gin Val Cys Asn Val Met Glu Pro 
35 40 45 

Asn Gin Asn Asn Trp Leu Arg Thr Asn Trp lie Pro Arg Arg Gly Ala 
50 55 60 
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Gin Arg Val Tyr Val Glu Leu Lys 
65 70 

Leu Pro Gly Val Leu Gly Thr Cys 
85 

Tyr Glu Ser Asp Glu Asp Val Gly 
100 

Thr Lys Val Asp Thr lie Ala Ala 
115 120 

Leu Gly Asp Arg Val Met Lys Leu 
130 135 

Pro Leu Ser Lys Lys Gly Phe Tyr 
145 150 

Cys Met Ala Leu Val Ser Val Arg 
165 



Phe Thr Val Arg Asp Cys Asn Ser 
75 80 

Lys Glu Thr Phe Asn Leu Tyr Tyr 
90 95 

Pro Ala Trp Arg Glu Asn Gin Tyr 
105 110 

Asp Glu Ser Phe Thr Gin Val Asp 
125 

Asn Thr Glu Val Arg Ser Val Gly 
140 

Leu Ala Phe Gin Asp Val Gly Ala 
155 160 

Val Phe Tyr Lys Lys Cys 
170 



<210> 186 
<211> 432 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 186 

Thr Gly Val lie Gly Gly Phe Ala Thr Leu lie Asp Phe Leu Phe Phe 
15 10 15 

Phe Gly Gly Leu Thr Ser Ser Gly Ser Cys Ala Glu Ser Thr Val Leu 
20 25 30 

Ser Gly Leu Val Val Ser lie Phe Phe Val Gly Arg Pro lie Gly Ser 
35 40 45 

Leu Phe Ala Gly Lys Leu Gly Asp Arg Phe Gly Arg Lys Lys Ser Leu 
50 55 60 

Leu lie Gly Leu Val Leu Phe Val lie Gly Ser Leu Leu Ser Gly Leu 
65 70 75 80 

Ala Pro Gly Ala Phe Tyr Leu Leu lie Val Gly Arg Val Leu Val Gly 
85 90 95 

Leu Gly Val Gly Gly Ala Ser Val Leu Val Pro Met Tyr lie Ser Glu 
100 105 110 

lie Ala Pro Lys Ala Leu Arg Gly Ala Leu Gly Ser Leu Tyr Gin Leu 
115 120 125 

Gly lie Thr He Gly He Leu Val Ala Ala He He Gly Leu Gly Leu 
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130 135 140 

Asn Lys Thr Asn Asn Trp Gly Trp Arg lie Pro Leu Gly Leu Gin Leu 
145 150 155 160 

Val Pro Ala Leu Leu Leu Leu lie Gly Leu Leu Phe Leu Pro Glu Ser 
165 170 175 

Pro Arg Trp Leu Val Leu Lys Gly Lys Leu Glu Glu Ala Arg Ala Val 
180 185 190 

Leu Ala Lys Leu Arg Gly Val Glu Asp Val Asp Gin Glu He Gin Glu 
195 200 205 

Glu Lys Ala Glu Leu Glu Ala Gly Val Ser Ser Glu Lys Ala Gly Leu 
210 215 220 

Glu Leu Phe Arg Gly Arg Thr Arg Gin Arg Leu Leu Met Gly Val Met 
225 230 235 ~ 240 

Leu Gin He Phe Gin Gin Leu Thr Gly He Asn Ala He Phe Tyr Tyr 
245 250 255 

Ser Pro Thr He Phe Lys Ser Val Gly Met Ser Asp Ser Val Ala Leu 
260 265 270 

Leu Val Thr He He Val Gly Val Val Asn Phe Val Ala Thr Phe Val 
275 280 285 

Ala He Phe Leu Val Asp Arg Phe Gly Arg Arg Pro Leu Leu Leu Leu 
290 295 300 

Gly Ala Ala Gly Met Ala He Cys Phe Leu He Leu Gly Val Ala Leu 
305 310 315 320 

Leu Leu Leu Asn Lys Pro Gly Ala Gly He Val Ala He Val Phe He 
325 330 335 

Leu Leu Phe He Ala Phe Phe Ala Leu Gly Trp Gly Pro He Pro Trp 
340 345 350 

Val He Leu Ser Glu Leu Phe Pro Thr Gly Val Arg Ser Lys Ala Met 
355 360 365 

Ala Leu Ala Thr Ala Ala Asn Trp Leu Ala Asn Phe He lie Gly Phe 
370 375 380 

Leu Phe Pro Tyr He Thr Gly Ala He Gly Gly Gly Tyr Val Phe Leu 
385 390 395 400 

Phe Phe Ala Gly Leu Leu Val Leu Phe He Leu Phe Val Tyr Phe Phe 
405 410 415 

Val Pro Glu Thr Lys Gly Arg Thr Leu Glu Glu He Asp Glu Leu Phe 
420 425 430 
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<210> 187 
<211> 33 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence 

<400> 187 

Asp lie Asp Glu Cys Ala Ser Gly Asn Pro Cys Gin Asn Gly Gly Thr 
15 10 15 

Cys Val Asn Thr Val Gly Ser Tyr Arg Cys Glu Glu Cys Pro Pro Gly 
20 25 30 

Tyr 



<210> 188 
<211> 33 
<212> PRT 

<213> Artificial Sequence 
<22£> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 188 

Asp lie Asp Glu Cys Ala Ser Gly Asn Pro Cys Gin Asn Gly Gly Thr 
1 5 10 15 

Cys Val Asn Thr Val Gly Ser Tyr Arg Cys Glu Glu Cys Pro Pro Gly 
20 25 30 

Tyr 



<210> 189 
<211> 77 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 189 

Glu Ser Val Thr Leu Ser Cys Glu Ala Ser Gly Asn Pro Pro Pro Thr 
15 10 15 

Val Thr Trp Tyr Lys Gin Gly Gly Lys Leu Leu Ala Glu Ser Gly Arg 
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20 



25 



30 



Phe Ser Val Ser Arg Ser Gly Gly Asn Ser Thr Leu Thr lie Ser Asn 

35 40 45 

Val Thr Pro Glu Asp Ser Gly Thr Tyr Thr Cys Ala Ala Thr Asn Ser 

50 55 60 

Ser Gly Ser Ala Ser Ser Gly Thr Thr Leu Thr Val Leu 

65 70 75 



<210> 190 
<211> 77 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: consensus 
sequence 

<400> 190 

Val Thr Leu Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Ser Tyr Tyr 
15 10 15 

Val Ser Trp Val Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp Leu Gly 
^ 20 25 30 

Tyr lie Gly Ser Asp Val Ser Tyr Ser Glu Ala Ser Tyr Lys Gly Arg 
35 40 45 

Val Thr lie Ser Lys Asp Asn Ser Lys Asn Asp Val Ser Leu Thr lie 
50 55 60 

Ser Asn Leu Arg Val Glu Asp Thr Gly Thr Tyr Tyr Cys 
65 70 75 
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